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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRK.LAEIAGQYLKKGGLVY 75
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRK.LAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRR.QAEVAGQYLRKGSKVY 77
NTDB id 330715 EI545 RS01265 WP 125323779.1 .MAGSVNKVIIVGNLGRDPEVRSFGNGGKVVNLRIATSETWRDKQSGERKERTEWHSVAIYNEALGKIAEQYLKKGSTVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGK.LAEVAGEYLRKGSQVY 79
consensus **!!!!**!*!!*!!**!****!**! ****!!!!*!*!* *!***!*!!!! ****** ****!**!!*!!* !!

logo

V
I
LEGKQRI

L
E
K
Q
S
TRKYWQGDKQNDSGAIQEDRTYSATYTDEVIQVGLVAQRGQFYNRDGNI

V
E
L
M
T
K
Q

L
MLDGSGRADSNGQSEQGNGSDGFMGAGGPGNYGQDEGSEGW

Y
N
GQASDPDAQTNYNRQEGAGMYDNSVDNPSYSAQGNQNGGNSWFNGQQGRGPNQSA

NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPY.DEGYGQS.......QEAY..........QRPA 133
NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPY.EEGYGQS.......QEAY..........QRPA 133
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN 153
NTDB id 330715 EI545 RS01265 WP 125323779.1 IEGQLETRKWQDQSGADRYTTEVVLRQFRGELTLLGGRDGGSGGGGGGG..Y...DD.....RGGYDDS.SQGGGFGGGS 148
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM...........PA.....QGGMNVP.AQQGSWGQPQ 142
consensus *!!****!!*!** ! *!******* ** *!**! ***** ** * **** * ** *
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NTDB id 1131 NGFG RS05740 WP 003695064.1 QQSRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 QQSRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ........ATRPQPA......QKPAAQAEPPMDNFDDDIPF 180
NTDB id 330715 EI545 RS01265 WP 125323779.1 QGGRGGSGG............GSGGSSGGGGRSDMDDEIPF 177
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPAKQHQPMQQSAPQ......QYSQPQYNEPPMDFDDDIPF 177
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