
logo

MATETNFSQLYGLAYAAYGQGNYQEASSHI EQLAADFPEDPNVLLLRGHIYVGLEQYALAHQAYQGVIRFSDRQDL IDCA
NTDB id 330610 EHC68 RS26195 WP 269467447.1 ................................................................................ 0
NTDB id 1418 SGL RS04210 WP 010871656.1 MATETNFSQLYGLAYAAYGQGNYQEASSHIEQLAADFPEDPNVLLLRGHIYVGLEQYALAHQAYQGVIRFSDRQDLIDCA 80
consensus ********************************************************************************

logo

NQALGQIQEEEPRGNGAKDSLDQDWQSDIDAIDNSMAWETGVFTEEDFGEPTLGRAPSPTNPGMDHPFGRSSASFGTSGA
NTDB id 330610 EHC68 RS26195 WP 269467447.1 ................................................................................ 0
NTDB id 1418 SGL RS04210 WP 010871656.1 NQALGQIQEEEPRGNGAKDSLDQDWQSDIDAIDNSMAWETGVFTEEDFGEPTLGRAPSPTNPGMDHPFGRSSASFGTSGA 160
consensus ********************************************************************************

logo

RSYE I ENLDWSPEAFTDDLDSDDEQTMMPQTGESTFVVPPAFGEGIADFADLAADVSSAGIGGTDGAEYPPYQTWDGGDW
NTDB id 330610 EHC68 RS26195 WP 269467447.1 ................................................................................ 0
NTDB id 1418 SGL RS04210 WP 010871656.1 RSYEIENLDWSPEAFTDDLDSDDEQTMMPQTGESTFVVPPAFGEGIADFADLAADVSSAGIGGTDGAEYPPYQTWDGGDW 240
consensus ********************************************************************************

logo

SEALGLDDPEALAQAPTPTSGDYGAGNNLPSFDAFEEGVEDELSDFNLTDIAPELPDSSLFSQATNLDIGAVGR IDDTQG
NTDB id 330610 EHC68 RS26195 WP 269467447.1 ................................................................................ 0
NTDB id 1418 SGL RS04210 WP 010871656.1 SEALGLDDPEALAQAPTPTSGDYGAGNNLPSFDAFEEGVEDELSDFNLTDIAPELPDSSLFSQATNLDIGAVGRIDDTQG 320
consensus ********************************************************************************

logo

GDTVVHGGNAAPPGMATWLKPDGAATGDLSSATSPFNDRPTSEVDAGFLGWFTNASLFRKQIYMAIASGVFSGFAVLVLG
NTDB id 330610 EHC68 RS26195 WP 269467447.1 ................................................................................ 0
NTDB id 1418 SGL RS04210 WP 010871656.1 GDTVVHGGNAAPPGMATWLKPDGAATGDLSSATSPFNDRPTSEVDAGFLGWFTNASLFRKQIYMAIASGVFSGFAVLVLG 400
consensus ********************************************************************************

logo

S IVGLGGTPKDVPAPSGETTTEAPAEGAPAEGQAPSQTPEEEPGKPSLLNLAFLTAIATAIGVFL INRLLMQQIKS I IDD
NTDB id 330610 EHC68 RS26195 WP 269467447.1 ................................................................................ 0
NTDB id 1418 SGL RS04210 WP 010871656.1 SIVGLGGTPKDVPAPSGETTTEAPAEGAPAEGQAPSQTPEEEPGKPSLLNLAFLTAIATAIGVFLINRLLMQQIKSIIDD 480
consensus ********************************************************************************

logo

LQNQFES IYEGNFNVRAKVRSEDELGALTQRFNYI SQVI LTATSEAQERAATTEKVREKLQRQVIRLLDDVEGASRGDLT
NTDB id 330610 EHC68 RS26195 WP 269467447.1 ................................................................................ 0
NTDB id 1418 SGL RS04210 WP 010871656.1 LQNQFESIYEGNFNVRAKVRSEDELGALTQRFNYISQVILTATSEAQERAATTEKVREKLQRQVIRLLDDVEGASRGDLT 560
consensus ********************************************************************************



logo

VQAEVTADELGAVADAFNLTIQNLRE IVLQVKNAAKQVNNNCKDSESFARNNSSDALRMAEELAVTLNSVQLMTES I ERV
NTDB id 330610 EHC68 RS26195 WP 269467447.1 ................................................................................ 0
NTDB id 1418 SGL RS04210 WP 010871656.1 VQAEVTADELGAVADAFNLTIQNLREIVLQVKNAAKQVNNNCKDSESFARNNSSDALRMAEELAVTLNSVQLMTESIERV 640
consensus ********************************************************************************

logo
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NTDB id 330610 EHC68 RS26195 WP 269467447.1 ................................................MRIYSDEISTVLDMIESISEQTNLLALNAAIK 32
NTDB id 1418 SGL RS04210 WP 010871656.1 AENAREAEEVAHTSSLTALKGGEAVERTVGGILQIRETVSETARKVKRLAEASQEISKIVAVISQIASRTNLLALNASIQ 720
consensus ************************************************* ! !!! ** *! ! !!!!!!!! !

logo AAPRAGEAGRGFAIVADEVRQLADRSAKSLKE I EQIVLQIQSETGSVMTAMEEGIQQVIDVTDKSEQSKRALEDI I EVSNR
NTDB id 330610 EHC68 RS26195 WP 269467447.1 APRA............................................................................ 36
NTDB id 1418 SGL RS04210 WP 010871656.1 AARAGEAGRGFAIVADEVRQLADRSAKSLKEIEQIVLQIQSETGSVMTAMEEGIQQVIDVTDKSEQSKRALEDIIEVSNR 800
consensus !*!!****************************************************************************

logo

INTLVRS ITADTVKQQENSGAVSNVMQS I ELTAQETSQESQRVAGSLQTLVS I SRDLLTSVERFRVESR
NTDB id 330610 EHC68 RS26195 WP 269467447.1 ..................................................................... 36
NTDB id 1418 SGL RS04210 WP 010871656.1 INTLVRSITADTVKQQENSGAVSNVMQSIELTAQETSQESQRVAGSLQTLVSISRDLLTSVERFRVESR 869
consensus *********************************************************************
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