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NTDB id 1177 A1552VC RS01165 WP 000422572.1 EDPIEFVH|¥IK C 232
NTDB id 1203 PSJM300 01605 AFN76401.1 EDPIEF H[ap{elC 234
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EDPIEF H|®¥¥INEC IEsQREV[ENND Ty 235
NTDB id 330348 EIP93 RS18235 WP 125233078.1 EDPIEF HIXS CLI QRE '[eFiv:|- I\ SINALR ALREDPD 235
NTDB id 1307 DR RS10055 WP 010888596.1 EDPIEF HIEJK INQREV[ESIDTI® BBJALR ALR EPD 238
NTDB id 1086 NMV RS00245 WP 002218487.1 EDPIEFVHMNSKKSLINQRE H[aIT)® IWJALRSALREDPD 234
NTDB id 1116 NGFG RS10615 WP 003690200.1 EDPIEFVHSKKNLINQRE H[e}5ITIH ANALESALREDPD 234
NTDB id 1185 GTF74 RS11940 WP 000350195.1 EDPIEFVHERWNKCLINQREVH MYALRSALREDPD 234
NTDB id 1176 A1552VC RS01160 WP 000350195.1 EDPIEFVHSWKCLINQREVH MALRSALREDPD 234
NTDB id 1283 ACE17W RS02630 WP 010947729.1 EDPIEFVH@NSKKCL NQREVH WINALRSALREDPD 234
NTDB id 1259 GC085 RS10305 WP 010947729.1 EDPIEFVHMNSKKCL NQREVH IWNALRSALREDPD 234
NTDB id 1202 PSJM300 01600 AFN76400.1 EDPIEFVHIRSKKCL NQREVH BIMALRSALREDPD LALTAAETGHLVFGTLHT 234
NTDB id 1194 PAKAF RS01995 WP 003084552.1 EDPIEFVHJXSKKCL NQREVH MIMALRSALREDPD LALTAAETGHLVFGTLHT 234
NTDB id 1020 ACIAD RS04210 WP 011182164.1 EDPIEFVHIRYKKCLINQREVH IMAALRSALREDPD LALTAAETGHLVFGTLHT 234
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 EDPIEFVHNSKKCLINQREVH WNALRSALREDPD LALTAAETGHLVFGTLHT 234
NTDB id 1060 ABD1 RS04380 WP 000355489.1 EDPIEFVHNSKKCLINQREVH IMAALRSALREDPD LALTAAETGHLVFGTLHT 234
NTDB id 1040 HON27 RS13360 WP 000355489.1 EDPIEFVH[SKKCLINQREVH IWMAALRSALREDPD LALTAAETGHLVFGTLHT 234
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NTDB id 1203 PSJM300 01605 AFN76401.1 314
NTDB id 1019 ACIAD RS04205 WP 004922051.1 315
NTDB id 330348 EIP93 RS18235 WP 125233078.1 INLY)SL T ﬂA 314
NTDB id 1307 DR RS10055 WP 010888596.1 Q QGRVEAYEIL NP A 318
NTDB id 1086 NMV RS00245 WP 002218487.1 KT DRI DVFPA[EK MVR RNLIRENK 314
NTDB id 1116 NGFG RS10615 WP 003690200.1 KT DRI DVFPAMEK MVR RNLIRENK Q 314
NTDB id 1185 GTF74 RS11940 WP 000350195.1 KTIDRIIDVFP B K MVR RIGGGRVA[GHEIM PAIRNLIREBNK 313
NTDB id 1176 A1552VC RS01160 WP 000350195.1 |[QuENNEIAANME S EYENUA'AE MUGGGRVA[@GHEIM PAIRNLIREBK 313
NTDB id 1283 ACE17W RS02630 WP 010947729.1 KTI RIIDVFPAEEKEMVR BUWAGGRVAAIRETM [MATRNLIREBNK 313
NTDB id 1259 GCO85 RS10305 WP 010947729.1 KTI RIIDVFPAEEKEMVR BUSGGRVAAIREIM C [MATRNLIREBK 313
NTDB id 1202 PSJM300 01600 AFN76400.1 KTIDR DVFPAEEKEMVR MIGGGRVAAHEIMI PAIRNLIREWMK AQMYSHIQTG 313
NTDB id 1194 PAKAF RS01995 WP 003084552.1 MIGGGRVAAHEIMI PAIRNLIREWK AQMYSINIQTG 313
NTDB id 1020 ACIAD RS04210 WP 011182164.1 BXGGGRVAAHEIMI pMPATIRNLIRE[K AQMYSBIIQTG 313
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 BIGGGRVAAHEIMI MPAIRNLIREWNK AQMYSINIQTG 313
NTDB id 1060 ABD1 RS04380 WP 000355489.1 BUGGGRVAAHEIMI MPATIRNLIREINK AQMYSINIQTG 313
NTDB id 1040 HON27 RS13360 WP 000355489.1 MUGGGRVAAHEIMI pMPAIRNLIREINK AQMYSINIQTG 313
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