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L CRRLAV A LV TH LR TR WL T AL

MLSLLSYDFIQRAFLAVIAMSLFSPVLGTFLILRRQSLMSDTLSHVSLSGVAFGLVLGISPTVSTIAIVLIAAVFLEYLR
MLSLLSYDFIQRAFLAVIAMSLFSPVLGTFLILRRQSLMSDTLSHVSLSGVAFGLVLGISPTVSTIAIVLIAAVFLEYLR
MLNLIISYDF QRAFLAVIAMSLFSP LGTFLILRRQSLMSDTLSHVSL GVAFGLVLG SPT T i V IAAVFLEYLR

LT VS OSSR

TVYKSFMEIGTAILMSTGLAVSLIVMSKGKSSSSMSLDQYLFGSIVTISEEQVISLFVIAAVVLILTFLFLRPMYILTFD
TVYKSFMEIGTAILMSTGLAVSLIVMSKGKSSSSMSLDQYLFGSIVTISEEQVISLFVIAAVVLILTFLFLRPMYILTFD
T YKWFMEIGTAILMSTGLA SLIVMSKGKSSSSMSLDQYLFGSIVTISWEQVISLEVIAAVVLILTFLEF RPMYILTFD

A0S AL KRR LY

EDTAFVDGLPVRTMSILFNMVTGVATIALMIPAAGALLVSTIMVLPASIALRLGKNFKSVMLLASAIGFLGMVAGLYISYY
EDTAFVDGLPVRTMSILFNMVTGVAIALMIPAAGALLVSTIMVLPASIALRLGKNFKSVMLLASAIGFLGMVAGLYISYY]
EDTAFVDGLPVRTMSILENGMVTGVATALMIPAAGALLVSTIMVLPASTIALR GKNFKSVMLLARBIGFIIGM AGLYISYY]

AP TV s gk

AETPASASITIIFVTVFILISLVRRFIK 268
AETPASASITIIFVTVFILISLVRRFIK 268
AETPASASITIIFV WL IVIY 268

K non conserved
B similar
>50Y% conserved

80
80
80

160
160
160

240
240
240



