logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

<_
>

AKK .,K,_%.K_;.E.E,iiKﬁnggéEKAL@éA@g ﬁK‘SF Ké' BL 554\585\/%\/

600 KW2 RS01765 WP 011675413.1 MRLG LW
269 KZH43 RS08665 WP 001085462.1 . IMRLG R.
228 SPD RS09265 WP 001085462.1 . IMRLG i
194 SPR RS08825 WP 001085462.1 . IMRLG |
159 SP RS09750 WP 001085462.1 . IMRLG i
527 SMSK321 RS11065 WP 001085454 .1 . IMRLG i
499 SM12261 RS08315 WP 078228268.1 . IMRLG )i
408 SMU RS09530 WP 002262392.1 . MRLG 3%
453 Spy49 1753c ACI62003.1 . MRLG |58
115 BSU 16940 NP 389576.2 K.
625 LCA RS02525 WP 011374196.1 K.

1313 DR RS12030 WP 010888966.1

1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
330055 EIJ81 RS04740 WP 012549441.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

S
S
S
S
S
S
S
S
S
P|
S
S
S
S
P
S
S
S
S
S
S
S
S
S
S
S

T
S

* 1 1%

LA

RN

A

Y
L

i}




logo

VIl o R o el L) B E Lo AL

EIYGPESSGKTT B 154
EIYGPESSGKTT ANk GIIAF IDAEHALDPIY ATNAL G VN S) 153
EIYGPESSGKTT ANk GIIAF TDAEHALDPIAY ATNAL G VN SQPD 153
EIYGPESSGKTT ANHQxEcGIIAF IDAEHALDPIAY ATNAL G VN S) 153
EIYGPESSGKTT ANAQxEcGIIAF TDAEHALDPIAY ATNAL G VN SQPD 153
EIYGPESSGKTT ANHQxEcGIIAF IDAEHALDPIAY ATNAL G VN SI) 153
EIYGPESSGKTT ANHQxEcGIAF IDAEHALDPIY ATNAL G VN SQPD 153
EIYGPESSGKTT ANRQxNGGIIAF IDAEHALDPIAY ATNAL G VN SQPD 153
EIYGPESSGKTT ANHQxicGIIAF IDAEHALDPIAY ATNAL G VN QPD 153
E YGPESSGKTT AINIQENGGEAF IDAEHALDPYAML.GVN ELL SQPD 138
EIYGPESSGKTT ARIQKMcGplA IDAEJA DPESYAWNLGVN D LL SQPD 140
BEIYGPESEGKTT ANAQKMNGGINEAF IDAEHALDPYYY ARJALGVNDELL SQPDJGEQALEIY 152
EIYGPESSGKTT AFeQKNGGY¥AF IDAEHALDRESY ARSNL G VNQD L| SQPDIYGEQALEI) 139
EIYGPESSGKTT AR®QKINGGMAF IDAEHALD|gY ARSILGV J I SQPD GEQALEI)M 141

I

NTDB id 600 KW2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 115 BSU 16940 NP 389576.2

NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 1313 DR RS12030 WP 010888966.1
NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1
NTDB id 1130 NGFG RS03960 WP 003688695.1

EIYGPESSGKTT AIGOKINGGAAAF IDAEHALDYRIY AISHLGV ) L SQPD GEQALEI)H 141
EIYGPESSGKTT AJFNQKWGGIWNAF IDAEHARGDIUEIY AINSLG N EL  SQPDYGEQALEIA 148
EIYGPESSGKTT AWAQK[SFYNEAF IDAEHALDPWY Y AIMYLGVNJDELL SQPDRGEQALEI[® 156
EI GPESSGKTT UGAF DAEHARDPWUYAIRNLGVIY ELM SQPD GEQALEI( 140

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT GAF DAEHARDPWNUYAIRNLGVIY ELM SQPD GEQALEI( 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT \MAF DAEHARDP\YYARISLGV)Y EL) SQPD GEQALEI[# 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INAFIDAEHALDMYYAIYLGV)Y [§ LL SQPD GEQALEIA 148

NTDB id 330055 EIJ81 RS04740 WP 012549441.1
NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1
NTDB id 1205 PSJM300 05545 AFN77183.1
consensus

EIYGPESSGKTT [§¢AFIDAEHALDPMYARISLGV D LL[ESQPD GEQALEI| 139
EI GPESSGKTT DELL SQPD GEQALEI[S 139
EI GPESSGKTT DELL SQPD GEQALETI[S 139
EIYGPESSGKTT INSAFIDAEHALDPNYAJANLGV DNLL SQPDBIGEQALEIEA 139
EIYGPESSGKTT INMAFIDAEHALDPWNYAJANLGV DLL SQPDRGEQALEIEA 139
EIYGPESSGKTT SQPD GEQALETIpN 139
kP DU DR DD b ek ] e % Pk DDk M Plskokokokok Dookok DD Dk DD Dok Dk bk * 1okt |k

Rl H HHHH H



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
330055 EIJ81 RS04740 WP 012549441.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

consensus

JIM

o st QR

G WMGDSHVGLQAR
GDHGDSHVGLQAR
GDIGDSHVGLQAR
GDHGDSHVGLQAR
GDIGDSHVGLQAR
GDHGDSHVGLQAR
GDHGDSHVGLQAR
GDIGDSHVGLQAR
GDHGDSHVGLQAR
GDMGDSHVGLQAR
G MGD HVGLQAR
GDMGDSIBJGLQAR
GDMGDNHVGLQAR
GDMGDNHVGLQAR
GDMGD[NHVGLQAR
GDMGDS  GLJIAR
GDMGDSH GLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR

MGD [BJGLQAR

MGDSH GLQAR

MGDSH GLQAR

MGDSH GLQAR

MGDSH GLQAR

MGDSH GLQAR

MGD HVGLQAR

—

EINE

Pk Pk D Dskesksk k k%

* %

PIUERD sl b 8 Uhxl 0L TT1L]

233
232
232
232
232
232
232
232
232
217
219
231
219
221
221
227
235
219
219
219
227
218
218
218
218
218
218



RDUAR: .. o TN Pkl B g Elamimapl ek ALY

NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF IM GEGISEEMNGEL I 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 BMIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 IIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 BIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IIGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 IIGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 BIGNTQIKGTG. KVVKNKVAPPF IYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 IIGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 BRAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 IRIAETIKNGT. .. .. KVVKNKVAPPF IMYG GIS D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KPVKNKVARPF G 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNEEP KVVKNKVAPPF M GEG S DY 294
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1211 C694 RS00795 WP 000963128.1 R ....L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMRISLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 RCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS I 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMRTGS....I.KKGEEV KV KNKVAPPF D 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 RITGS....I.KKGEEV KV KNKVAPPF D 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 IRTGS. .. .I.KKG KV KNKVAPPF D 294
NTDB id 1427 RS RS02760 WP 011000510.1 IRITGS....I.KKG KVVKNKVAPPF A D 302
NTDB id 330055 EIJ81 RS04740 WP 012549441.1 R . .V.KDG KVVKNK AJNPF [8AISNNTIRY GIMGIRY INGEL |y 293
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R .. 1.KEG KVVKNK AJPF |XARNNNTIMYG Gla INGEL ¥ 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R .. 1.KEG KVVKNK AIPF (XARNENNTIMYG Gigy] INGEL ¥ 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF D 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R .. V.KEG| KVVKNK APPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R ...V.KEG KVVKNKVAPPF D 293
consensus kD sokx | x * ckoskok bk DL s % koo Dok bk * % * kxok 11 okoskok |



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

oo el b s

= 5=

Y PRy Ecnt EaEEPE e ECESRSER o

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1

IDGEEVSEQDTENKKDE. .. .PKKEEA.
IDGEEVSEQDTENKKDE. .. .PKKEEA.
IDGEEVSEQDTENKKDE. .. .PKKEEA.
IDGEEVSEQDTENKKDE. .. .PKKEEA.
IDGEEAAE. .. .SKKDE....VAQVDS.

LEESEEESAMAVASE....... E.....

=0 J0 N N N N N N N =S

SDVPEEDLPTTEDE.QI.NILPDDST..

IDGEETAE....SKKDE....AAQVDS..
IEEDNTEEKQSSKEK....... ETDEK.

, VEEEv. | PLeDELEIE
LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED. . ...
.VNEEVPLDLGDELEIE
.VNEEVPLDLGDELEIE
.VNEEVPLDLGDELEIE
.VNEEVPLDLGDELEIE
.VNEEVTLDLGDELEIE
VNEEVTLDLGDELEIE
.ADKNLVLELDDTIELE
.. TDDLALDLDNGIEIE
DNNGVVQQQAEETQEEL .EFE . E. s v vt sveeeeee e

..... MPLPDEPLEEME. ... ... ... ... .. .

..... AVTLAEEVEED. ... ...
..... KPEVVEKIEEENEEF................. . ...

1313 DR RS12030 WP 010888966.1 MAATRAGNAGEAPALAPAPAAPEAA.EA. . . . . i
1245 Cj1673c YP 002345041.1 QNSMEMEGMI. . ... SGSEDDEGEE. . . .. ...
1214 NCTC11637 00359 SQJ03206.1 SNEETI..... MPLPDEPLEEME. ... ... ... . i
1211 C694 RS00795 WP 000963128.1 S

1334 RAOC RS04870 WP 004918236.1 =  DTiGEECRBTVEELEKEWARNABRMRAKIIEKLQAK . . . . . ... o
1389 A4U84 RSO07560 WP 021112712.1  GTENe ANV KIRRKINPANADKIEE(EWINTLASNPNS. . . . . VLKATASDSNDESDVEE

1130 NGFG RS03960 WP 003688695.1 GAIGNeIn[e3S\| VR VERHKIN ARSI AKISIALNEMEMHT . . . . . TEGTQDET...... DGE. .

1124 NGFG RS03960 WP 003688695.1 GARQNeI(e S VIR VISR KIH\NANISEIpeD A KINHA L NEMEMHT . . . . . TEGTQDET...... DGE. .

1123 0K783 RS03845 WP 003688695.1  GAJGNeIn[eHON VR VIBHKINNNISPINMAKIBAALNEMEMHT . . . . . TEGTQDET. ... .. DGE. .

1427 RS RS02760 WP 011000510.1

330055 EIJ81 RS04740 WP 012549441.1

1165 A1552VC RS01565 WP 000344154.1 GDiGNela[edgAINWACKINKINWARIAK TERKKIIEMLLNPENM. . . . . QLIAETSSAADDVEFGA. .

1142 GTF74 RS11550 WP 000344154.1  GDj@Rela[edANWNCKMRKINPANAK TEBKKIIEMLLNPENM. . . . . QLIAETSSAADDVEFGA. .

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

..... QTAA .HDETEEEPDL. ...
..... GAVQ.I.EDEEEPDL....

consensus [ * * 5k % % * * %

..... TKATPVAEDLADADI .. ... ... ..

387
385
385
385
385
381
381
382
377
348
355
363
343
347
347
343
372
348
348
348
352
347
354
354
349
349
347



logo

LEE
NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384
NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384

NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 625 LCA RS02525 WP 011374196.1 C 355
NTDB id 1313 DR RS12030 WP 010888966.1 R 363
NTDB id 1245 Cj1673c YP 002345041.1 C 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 C 347
NTDB id 1211 C694 RS00795 WP 000963128.1 R 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 . 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 C 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 . 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0K783 RS03845 WP 003688695.1 R 348
NTDB id 1427 RS RS02760 WP 011000510.1 . 352
NTDB id 330055 EIJ81 RS04740 WP 012549441.1 ... 347
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 C 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 o 349
NTDB id 1205 PSJM300 05545 AFN77183.1 R 347
consensus

X non conserved
B similar
> 507 conserved



