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NTDB id 329970 EEI45 RS02220 WP 125163979.1 ....MINRTILVGRLTRDPELRKTQTGKSVVSFTVACNRRFGQQ......DETDFINCVAWNHTADFMANYLLKGALVGL 70
NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NG..DREADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SG..EREADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 329970 EEI45 RS02220 WP 125163979.1 EGRIQSRSYEDATGKRVYVQEVVVDTLQ....SLESRAQRQE...QGASQGQYQNQ.......GGNQGGSSYTPSYQPD. 135
NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVDNFS....LLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGN 142
NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQAESVQ....FLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQR 144
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG..GAPYDEGYGQS.............QEAYQRPAQQSR 137
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG..GAPYEEGYGQS.............QEAYQRPAQQSR 137
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ.G..GMPAQGGMNVP...........AQQGSWGQPQQPAK 146
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NTDB id 329970 EEI45 RS02220 WP 125163979.1 ...................PEPSFSMDDEPVLDITSDDLPF 157
NTDB id 624 LCA RS00040 WP 011373726.1 APAA............NNTQADPF.ANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 RNQG............NSFNDDPF.ANDGKPIDISDDDLPF 172
NTDB id 1131 NGFG RS05740 WP 003695064.1 QPAPDAPSHPQEAPAAPRRQPVP...AAAPVED.IDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 QPASDAPSHPQEAPAAPRRQPVP...AAAPVED.IDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QHQPMQQSAPQQ......YSQPQ...YNEPPMD.FDDDIPF 177
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