
logo MEKDSLSYKQRIYKQSQREYLATSTLGQTI ESHYRASHLFGGSYSLATVDDNI
TVFAMI
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EGELYLRACDEEQSAQYCDVKVHRPRAPPVLWLSTLYKNKCRGRQS IVSTLN

NTDB id 329892 EH164 RS14400 WP 023481698.1 MEDLSYQRIYQSREYLTSLGQISHRAHFGGYSLAVDNIVFAMIAEGELYLRACDESAQYDVVRRAPLLSLNKRGRQISLN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus ! !!! !!! ! !!! *!! ! *! *!! !!! !! !!!!* *!!!!!!!!* !!!!*! **** !* !*!! **!!

logo YFYRYVDSDESLVWGRDNQRGLKLLLVKRLSKTLYASLDAAKLKREKASQTRENKTLREFRLKRDLPNI
MSFSHQLEAF IQLGQEQAVGIKDAVQRAI LR I

LLGAKMVCWLRLRKQMQN
NTDB id 329892 EH164 RS14400 WP 023481698.1 YFYVSDSVWGDRGLLLKLSTLALDAAKREKAQREKLFRLRDLPNISSQLEFQLQQAGIKDAQILRLLGAKVCWLRLRKMN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !* ! *!*! !**!! !!!! *!! ! !!*!!!!*! *!! ! !!!! !!*!!!!*!!!!!! !
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VLFAMLEGAI IVG IHEAALPAVASRRQAELALEWASDNDSLVMTNPKGQAEFNPALELE
NTDB id 329892 EH164 RS14400 WP 023481698.1 KQLSVKVLFALEGAIVGIHEAALPASRRQALLEWSNDVMNKGANPL... 206
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus ** !*!! !!!!!*!!!!!!!! !!! ! !! * *! ! ***

X non conserved

X similar

X ≥ 50% conserved


