
logo MKKALLI LI LCPSTLLASLTLSASFFAADYTRQYEKLPDSPEDESFKAKYFTKQSNCSLQLVMLDKYFYYLINCYDYSNYLKGTKAI
VAYRKLEVARDI

NLNKQGKEHQIKKRPKRFKEDDTNI
NTDB id 32981 CLA RS04655 WP 012661641.1 MKKALILCTLAL.SSFAYTRYELDPSFKKYF..QNCSLLMDKYYYINCYDYNYKGTKAIAYKLEARILNQKHIKKRPKFKDDTNI 82
NTDB id 1225 CJE RS07175 WP 011049930.1 MKKLIILSLLSTLAFADYTQYKPSEDFAKYFTKQNCSQVLDKFYYINCYDYSLKGTKAVAYRLEADNLKGEQIKKRPRFEDDTNI 85
NTDB id 1224 CJE RS02830 WP 011049704.1 MKKLILLPLLSTLAFADYTQYKPSEEFAKYFTKQSCSQVLDKFYYLNCYDYNLKGTKAVAYKLEVDNLKGEQIKKRPRFEDDTNI 85
consensus !!!***! *!*******!!*!*****!*!!!**!*!!***!!*!!*!!!!!**!!!!!*!!*!!***!****!!!!!*!*!!!!!

logo PKKYRTYTWESDYI
K
K
NSGYTDRGHVTVLPSNQASMNRTKTPTQAQLRSTFLMSNITPQKNKPDQINAQKR I

VWNEKI EQKRERYQLVAKLSKYLKGESLEVLNL IVLNYDDNKNPKQ
NTDB id 32981 CLA RS04655 WP 012661641.1 PKKYRTYWEDYIKSGYTRGHVVPNQSMNTTPQAQLSTFLMSNITPQKKDINAKIWNEIEQRERYLAKKYKELEVLNLILYDDKPK 167
NTDB id 1225 CJE RS07175 WP 011049930.1 PKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQINQRVWNKIEKRERQVALKLGSLEVLNLVNYDNNPQ 170
NTDB id 1224 CJE RS02830 WP 011049704.1 PKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQINQRVWNKIEKRERQVASKLGSLEVLNLVNYDNNPQ 170
consensus !!!!!!*!*!!**!!!*!!!***!*!!**!*!!!*!!!!!!!!!!!***!!***!!*!!*!!!**! !***!!!!!!**!!**!*

logo R IRKNQNIA IPSFSYI
T
VKI LKAGDEKNYFSKECYKQVPNNHEDNVFEADNEFNDI
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NTDB id 32981 CLA RS04655 WP 012661641.1 RIKNNIAIPSFYVKILKAKNYSECYKVPNNDNFAEFDKNYFKEDCKKYID 217
NTDB id 1225 CJE RS07175 WP 011049930.1 RIKNNIAIPSSYTKILKGDNFKECYQVPNHDVENEN.LRIYKVKCDNF.. 217
NTDB id 1224 CJE RS02830 WP 011049704.1 RIRNQIAIPSSYIKILKGENFKECYQVPNHEVEDEN.IRKYKIDCDKI.. 217
consensus !!*!*!!!!!*!*!!!!**!**!!!*!!!**** !* ** *!**!***

X non conserved
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X ≥ 50% conserved


