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NTDB id 329723 EHF33 RS09590 WP 124870569.1 MSLMDAAPDLNLPEDTDAELLALLTLRFTPALGPRRIENLRRHFGSAQAVLGASLTQLRAVPGLDTKSLSAIGAAGVGVR 80
NTDB id 1314 DR RS00625 WP 010886768.1 .......MTLPSPAAAHAELLALLTLRFTPGLGPRRIENLRRHFGSAEAALAAPLTELRRVEGLDSRSVAAIGGAKAAEE 73
consensus ******** !* ! *!!!!!!!!!!!!!*!!!!!!!!!!!!!!!! ! !*!*!! !! !*!!!**!* !!!*! *

logo AQRAQELNSKRAAREARGVQTLVLGRGLEPGYPAALEALGQDPPAAVLWVRGADGGLAPEQLLAGLEGTVVPHRASVGIVGTRAASDPHALAKFLTRQTI
L
A
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NTDB id 329723 EHF33 RS09590 WP 124870569.1 AQQELSRAREAGVQVLGRGLEGYPAALEALQDPPAALWVRGADLPQ.....EVVPRAVGIVGTRAASDHALKFTRQLSGD 155
NTDB id 1314 DR RS00625 WP 010886768.1 ARAELNKAAERGVTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTIAGE 153
consensus ! !! *! ! !! *!!!!!*!!!!!!!!! !!!! !!!!!! * ***** !!* !!!!!!!!!!*!!! !! * !*
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VDSTAAHQTAALDEAAGGSGEASSPVSTI
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VLGCSAGVDVIYPARENAHDRLAAGRLMTVLVVSEYPLMGTGRPAQTHHFPQSRN

NTDB id 329723 EHF33 RS09590 WP 124870569.1 LARAGVNVVSGLARGIDSAAHQAALDAGG.....VSTALLGCGVDVIYPAENARLAARLTLVSEYPMGTRPATHHFPQRN 230
NTDB id 1314 DR RS00625 WP 010886768.1 LAAAGVLIVSGLARGVDTAAHTAALEAASGEASSPTIGVLGSAVDVIYPRENHDLAGRMVVVSEYPLGTGPAQHHFPSRN 233
consensus !! !!! *!!!!!!!*!*!!! !!!*!* ******* **!!**!!!!!! !!* !!*!* *!!!!!*!! !! !!!! !!

logo RLVIAALSAGSVLVVI
VEGDELRKSGASLMITATHALDECGRSTAVFAVPGRAGDPLRAASGPHARL ILRDEGAVLTENSAVQSDVLHTELGNWGELAPAPAV

NTDB id 329723 EHF33 RS09590 WP 124870569.1 RLIAALSAGSVVIEGDLKSGAMITATHALECGRSAFAVPGRAGDPLAAGPHRLLREGAVLTENVSDVLHELGWGEAPAPV 310
NTDB id 1314 DR RS00625 WP 010886768.1 RVIAALSAGVLVVEGERKSGSLITATHALDCGRTVFAVPGRAGDPRASGPHALIRDGAVLTESAQDVLTELNWGLAPAPA 313
consensus !*!!!!!!! *!*!!* !!! *!!!!!!!*!!!* !!!!!!!!!! ! !!! !*!*!!!!!! !!!*!! !! !!!!
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NTDB id 329723 EHF33 RS09590 WP 124870569.1 HLDMSPEQALVYAALPETGAVLLDDVVSRSGLNISEAQLALTMLGLCGLVDERGGRYLRR 370
NTDB id 1314 DR RS00625 WP 010886768.1 VPDLPPEQARVLRALQTP..ATLDDLAATTGLSIPELQTALVMLQLQGLAYEVGGRWSR. 370
consensus **!**!!!! ! !!* *** !!!* *!! !*! ! !! !! !*!! ! !!!* !*
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