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NTDB id 329716 EHF33 RS03915 WP 124868076.1 MDGLRSALRALLPRPCPGCAQPLGSAAGLCRACCAGLHPRLERHSMLSNAVTPHLVVLGEHKAVLRRAARELKYSGHRDL 80
NTDB id 1312 DR RS07135 WP 027480036.1 ...MIDLLRVLLPRACPGCGAQLGRAAGLCDRCRAELRPRVERHSPLSAQATPHLVTLGRYQGVPRRAVRALKYGGARDV 77
consensus **** !! !!!!*!!!!* *!! !!!!! !*! !*!!*!!!!*!! !!!!! !! * *!*!!! ! !!! !*!!*
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NTDB id 329716 EHF33 RS03915 WP 124868076.1 AAVLGQAIASGVPSEWKLRAVSAVPMSGIRQRQRHFNHAEVLARQVAAELGLPYQESLKRTRHTTQQAKLSGEARLSNLI 160
NTDB id 1312 DR RS07135 WP 027480036.1 AGPLGRALAAGVPASWQIAAVVPVPLHPSRQRERGYNQAELLAQAMAAELGVPCLPLLTRTRATAQQAKLHASERSSNLA 157
consensus !**!! !*! !!! ! * !! *!!*** !!! !**!*!!*!! *!!!!!*!* * ! !!!*! !!!!!** ! !!!
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NTDB id 329716 EHF33 RS03915 WP 124868076.1 GAFAAQSSGLMVSGKITQTLLLVDDVMTTGATLKACRDALAESGVNQVFYAVITR 215
NTDB id 1312 DR RS07135 WP 027480036.1 GAFAVRGA......VPPGTLLILDDVLTTGSTLLACRDALHAAGVTDLKYAAVAR 206
consensus !!!! ****** ** !!!**!!!*!!! !! !!!!!!* !! * !! * !
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