
logo MKYPPSSLVASL IRELSRLPGIGPKSAQRLAFHYLFEQPREDI ERLAGSASLLDEAKRDELHTVCP I
VCFNITDAEKLCDVCADPSTRDMQNR

NTDB id 329714 EHF33 RS02180 WP 124867468.1 MKYPSSLVALIRELSRLPGIGPKSAQRLAFYLFEQPREDIERLAGSLLDAKRELHTCPVCFNITDAELCDVCADPTRMQN 80
NTDB id 1318 DR RS01015 WP 010886844.1 MKYPPSLVSLIRELSRLPGIGPKSAQRLAFHLFEQPREDIERLASALLEAKRDLHVCPICFNITDAEKCDVCADPSRDQR 80
consensus !!!!*!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!! !!*!!!*!! !!*!!!!!!!! !!!!!!!*! !

logo

L
TICVVEEPGDVIA I

LEKRSGEYRTGLYHVLHGVLSPMNGVGPDKLHQI
L
K
RPLLPRLVGQQSGI

MEVI LATGTTVEGDEATALMYLVQRL ILEP
NTDB id 329714 EHF33 RS02180 WP 124867468.1 LICVVEEPGDVIAIEKSGEYTGLYHVLHGVLSPMNGVGPDKLQLRPLLPRLQSGIEVILATGTTVEGEATAMYVQRLIEP 160
NTDB id 1318 DR RS01015 WP 010886844.1 TICVVEEPGDVIALERSGEYRGLYHVLHGVLSPMNGVGPDKLHIKPLLPRVGQGMEVILATGTTVEGDATALYLQRLLEP 160
consensus !!!!!!!!!!!!*!*!!!! !!!!!!!!!!!!!!!!!!!!!***!!!!!* !*!!!!!!!!!!!!*!!!*!*!!!*!!

logo LGAVAMI
VSR IAYGLVPVGGASLEYATDEVTLGRALSTGRQRTVSKPQPPQRPGDEDGADGAAVPASR

NTDB id 329714 EHF33 RS02180 WP 124867468.1 LGVMVSRIAYGLPVGGALEYADEVTLGRALSGRQRVSK...................... 198
NTDB id 1318 DR RS01015 WP 010886844.1 LGAAISRIAYGVPVGGSLEYTDEVTLGRALTGRQTVSKPQPPQRPGDEDGADGAAVPASR 220
consensus !! *!!!!!!*!!!! !!! !!!!!!!!!*!!! !!!**********************

X non conserved
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X ≥ 50% conserved


