
logo MFLDFFLFLPNRCLKNCNLS I INSASDEENI
LVCEWAC I
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QIHNFTHYHNDI FGEGEKGNDEFLKYKQKRCVRVLKLFPVENKNAFYASLMKQFYEGEKEKESLSQRDKI IVHADLKYHK

NTDB id 329579 EIH07 RS03000 WP 124805790.1 MFLDFLFPNRCLNCNSIINAENLVCEACIDQIHFTHHIFGEENELKKRCRLLFPVENAYALMQFGEESLSRKIVHDLKYK 80
NTDB id 1333 RA0C RS05105 WP 004918078.1 MFLDFFLPNRCLKCNLIISSDEIVCWACKSHINFTYNDFGGKGDFYQKVVLKFPVNKAFSLMKYEKKELSQDIIHALKYH 80
consensus !!!!! !!!!! !! !! * *!! !! *!*!!** !! * ** ! !!! !* !! * !! !*! !!!*

logo SMREKRVGKI
VLAHKWTVASEKNRLMDFLKSHNEQGKI

PDI
LLTVNS IVPLHPKKLQKRERGYNQLHLFTEKTLSEQHLFQER IPYDSHTYL ILKRNFYKSKAPQALKDQKAL

NTDB id 329579 EIH07 RS03000 WP 124805790.1 SREKVGKILAKWTAKRLDFKNEKPDLLVSVPLHPKKLKERGYNQLHLFTETLSEHFEIPYDHTLIKRNFYKKAQALKDKA 160
NTDB id 1333 RA0C RS05105 WP 004918078.1 SMERVGKVLAHWVSENMDLSHQGIDILTNIPLHPKKQRERGYNQLHLFTKTLSQLQRIPYSHYLLKRNFYSKPQALKQKL 160
consensus ! !*!!!*!!*! *! * *!*! *!!!!!! *!!!!!!!!!!! !!! * !!! ! !*!!!!! !*!!!! !
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NTDB id 329579 EIH07 RS03000 WP 124805790.1 HRSATEKLFSISKPVQNQHVLLIDDVFTTGNTMSSVAWEILKEGNNKVSVLVMAVD. 216
NTDB id 1333 RA0C RS05105 WP 004918078.1 DREKMQNIFSVDEKIEGKHILLIDDVYTTGNTMSKAVWELLKGNGNQVSVLVLAIDE 217
consensus *! *!!* ** !*!!!!!!*!!!!!!! !!*!! ! !!!!!*!*!*
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