
logo MLAQELSTIKNFAI I ESESLHTLVSFETDRGLMTAVLTGETGAGKS I I IDA I
VSLLAVGAGRGSS ISEFYI

VRQYGESADKACELLVEGLFDLLEPKSGQHSDPFVLQEGLVCM
NTDB id 329542 EH197 RS19130 WP 137440070.1 MLQELTIKNFAIISSLHLSFTDGMTALTGETGAGKSIIIDAVSLLAGARSSIEYIRQGSDKCLVEGLFDLPKQSDFQELM 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
consensus !! !!*!!!!!!! !**!! !*! !!!!!!!!!!!!!!!*!!! !*! ! !**! ! !* *!!!! !* ** **
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NTDB id 329542 EH197 RS19130 WP 137440070.1 EELGIEVDEAGLIVQRDLNSSGKSVSRVNGRIVTLANLRRIGQFLVDIQGQNDHQELMHPESHLRLLDSFGDPAFQEIKT 160
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
consensus ! !!*! * *** !!* *!!!!!*!!!!**!!*! !! !! !*!!*!!*!*! !!**! !! !!! !* *
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NTDB id 329542 EH197 RS19130 WP 137440070.1 TYRIAYREYVTLAKQVKKFKQNEQSFVQRIDMLTFQQEEIGNAELTLGEEEKLMEERDKLTNYQKIVDSLSYSYQAMTNE 240
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
consensus !! *! !! ! ! *! !! *!*!** !! !!! ! ! ! !*! ! !!! **!* !! *!! !*!* !
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NTDB id 329542 EH197 RS19130 WP 137440070.1 ETSSLDAIGSASQELQTIASLDKDYDNISDNVHSAYYLLQDAVSEIGRQLDLLELDEERLDLVNERLELIHQLKRKYGDS 320
NTDB id 352 BSU 24240 NP 390304.2 .QGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
consensus * !! *! !! ! ! * * *!* !* !!!! !! * !! !! !*!!! * !! !*!!!!!!! *
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NTDB id 329542 EH197 RS19130 WP 137440070.1 IESILSYYERISQELLDSDFSGDKLEKLEKELAVKESKLLKLAEKLRTARQEMAKKLEAAIQTELKDLYMENARFEVRFK 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
consensus *! !! ! *! !* * *! ! !!! * ! * ! !!!! !* !!! !!!! !* !!
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NTDB id 329542 EH197 RS19130 WP 137440070.1 ET................GFSPEGIDEVEFFITTNPGEPLKPLVKVASGGEISRVMLALKTIFSKTQGLTSIVFDEVDTG 464
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
consensus **************** ** !!! ! ! !*!!*!!!!!*! !!!!!!!*!!!!!!*!*!!! ! *!!!*!!!!!!!
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NTDB id 329542 EH197 RS19130 WP 137440070.1 VSGRVAQAIADKIYQIGQNSQALCITHLPQVAAKADHQLFIRKEVVDGRTLTKVEELTEQDRTEEIARMLAGTEITDLTV 544
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
consensus !!!!!!!!!!*!!* * !! !!!!!!!!!!! !!**!*! !!* !!!! !*! *!* !** !!*!!*!! !*!!!!
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NTDB id 329542 EH197 RS19130 WP 137440070.1 KHAKELLQLAKK..... 556
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
consensus *!!!!!! ! *****
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