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NTDB id 329534 EH197 RS15730 WP 167494437.1 MKNNKLVKRLALIF.LALVVVACVIVPIPYYIEEPGETIDLKELITVNDKKDEDKGSFSLTSVGIRRATVFTAIKSKIEP 79
NTDB id 360 SMU RS02495 WP 002262039.1 MKTNKKFKWWLISGISLILLLMVFFFPLPYYLEMPGGAYDIRSVVTVNHKEDKEKGSYNFVAVSLSKATPIQVLYAWLTP 80
consensus !! !! ! * * **** * !*!!!*! !! !** **!!!*! ! *!!!* ! * *!!* * * !
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NTDB id 329534 EH197 RS15730 WP 167494437.1 FHEIISADELTGGASDDEYMQIQKFNMETSQNFAIEQALKLANKPYEMKYKGVYVLGVEKNSNFSGKISVGDTVTKADGK 159
NTDB id 360 SMU RS02495 WP 002262039.1 FTEITSAKETTGGVSDADYMRINQFYMETSQNGAIYKALSLAHKKASFNYMGVYVLQVSRNSTFKGVLNIADTVTGVNDK 160
consensus !*!! !! ! !!! !! *!! !* ! !!!!!! !! !! !!*!* ! !!!!! ! *!! ! ! * **!!!! !
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NTDB id 329534 EH197 RS15730 WP 167494437.1 TFTSSEDFMKYVKSQKVGQKMKVTYTHDGETKEATEKLIKLPTDKKPGIGITLTDHTEIDSQEKVKVDAGDIGGPSAGLM 239
NTDB id 360 SMU RS02495 WP 002262039.1 TFHSSKELIKYVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSN.GKNGIGIGLVDHTKVTSDDKIEFSTNGIGGPSAGLM 239
consensus !!*!! * *!!! !*! !* ! !!** ! ! !*!!!* * !*!!!! ! !!! * ! *!* !!!!!!!!!
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NTDB id 329534 EH197 RS15730 WP 167494437.1 FTLEIYEQLVDKDLRHGKKIAGTGTINSEGEVGRIGGIDKKVASAAASNNKVFFAPDDEITKEMKKAQPGIKSNYEEAKA 319
NTDB id 360 SMU RS02495 WP 002262039.1 FTLDIYDQLVKEDLRKGRIIAGTGTIGEDGSVGDIGGADMKVAAADRINADIFFVPNNPVSKATLKKNPKALTNYQEAKQ 319
consensus !!!*!!*!!! !!!*!* !!!!!!! *! !! !!! ! !!! ! ! *!! ! ***! ! *! *!! !!!

logo AAKEKLGKTDKMKIVPVKNTVQDEAI
LDYLERKHMK

NTDB id 329534 EH197 RS15730 WP 167494437.1 AAKELKTDMKIVPVKTVQDALDYLEKMK 347
NTDB id 360 SMU RS02495 WP 002262039.1 AAKKLGTKMKIVPVKNVQEAIDYLRKH. 346
consensus !!! ! ! !!!!!!! !!*!*!!! !**
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