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NTDB id 425 SGO RS10525 WP 012131081.1 MK.NSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVVSVITYSESNS 84
NTDB id 539 SM12261 RS09395 WP 000681587.1 MK.HLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANRQ 83
NTDB id 256 KZH43 RS10270 WP 000681597.1 MK.HLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANRQ 83
NTDB id 215 SPD RS10945 WP 000681597.1 MK.HLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANRQ 83
NTDB id 181 SPR RS10425 WP 000681597.1 MK.HLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANRQ 83
NTDB id 145 SP RS11450 WP 000681597.1 MK.HLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANRQ 83
NTDB id 32950 SUB RS09280 WP 015912153.1 MP...VSKFKHFFKYIMIVGLGFIGGALAFFVMNLLPHPSSTTNLNN.PTTTSKVTYKNTTNTTKAVKVIQDAVVSVVNYQKNDS 81
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSF.SNNG.KTTVSNVIYDTKSNTTKAVKNVKNTVVSVINYQKTDN 83
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NTDB id 425 SGO RS10525 WP 012131081.1 DA....IFD...NNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTYSDISVVRIPAD 162
NTDB id 539 SM12261 RS09395 WP 000681587.1 NS....VFG...NDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISSE 161
NTDB id 256 KZH43 RS10270 WP 000681597.1 NS....VFG...NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISSE 161
NTDB id 215 SPD RS10945 WP 000681597.1 NS....VFG...NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISSE 161
NTDB id 181 SPR RS10425 WP 000681597.1 NS....VFG...NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISSE 161
NTDB id 145 SP RS11450 WP 000681597.1 NS....VFG...NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISSE 161
NTDB id 32950 SUB RS09280 WP 015912153.1 LNSAMDIFSQGDSSTKENDGLSIYSEGSGVIYKKDGDSAYLVTNNHVIDKAERIEIILADGSKVVGKLIGADTYSDLAVVKISSD 166
NTDB id 381 SMU RS09890 WP 002262650.1 SYYNYD..SGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYSDLAVIKISSK 166
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NTDB id 425 SGO RS10525 WP 012131081.1 KVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAINPGNSGGPLVNIQGQVI 247
NTDB id 539 SM12261 RS09395 WP 000681587.1 KVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVI 246
NTDB id 256 KZH43 RS10270 WP 000681597.1 KVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVI 246
NTDB id 215 SPD RS10945 WP 000681597.1 KVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVI 246
NTDB id 181 SPR RS10425 WP 000681597.1 KVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVI 246
NTDB id 145 SP RS11450 WP 000681597.1 KVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVI 246
NTDB id 32950 SUB RS09280 WP 015912153.1 KIKTVAQFADSSKINIGEVAIAIGSPLGTEYANSVTEGIVSSLSRTVTLKNEEGQTVSTNAIQTDAAINPGNSGGPLINIEGQII 251
NTDB id 381 SMU RS09890 WP 002262650.1 YVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAINPGNSGGALINIKGQVI 251
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NTDB id 425 SGO RS10525 WP 012131081.1 GITSSKIANTN..NGSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSSSDRLKLPDNVKNGVVVRSTQTG 330
NTDB id 539 SM12261 RS09395 WP 000681587.1 GITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSDIRRLNIPSNVTSGVVVRSVQSN 327
NTDB id 256 KZH43 RS10270 WP 000681597.1 GITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRSVQSN 327
NTDB id 215 SPD RS10945 WP 000681597.1 GITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRSVQSN 327
NTDB id 181 SPR RS10425 WP 000681597.1 GITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRSVQSN 327
NTDB id 145 SP RS11450 WP 000681597.1 GITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRSVQSN 327
NTDB id 32950 SUB RS09280 WP 015912153.1 GINSSKISQSK..SSGNAVEGMGFAIPANDVIKIINQLESKGEVVRPALGISMVNLSDLSTNALDQLKVPKNVTSGIVVAKVVDN 334
NTDB id 381 SMU RS09890 WP 002262650.1 GINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSGRDTLKIPSDVTSGIVVLSTQSG 336
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