
logo MKKSLSYKR IYKSQEYLAMTLGTI EYRSLFGSYSLTVDNDTVFAMVASDGELYLRACEQSAVQYCVKHPPVWLTYKKCGRPSVTLN
NTDB id 329472 CCS91 RS09255 WP 124866244.1 MKKLSYKRIYKSQEYLAMLGTIEYRSLFGSYSLTVNDTVFAMVADGELYLRACEQSVQYCVKHPPVWLTYKKCGRPVTLN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !! !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!! !!!!!!! !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!!!

logo YYRVDESLWRNQLQKLVRLSKYSLDAALKEKCSTRNNTLREQRLKDLPKLKDLPNMSFYHLEAI LGEVGIKDVRATLR I LGAKMCWL
NTDB id 329472 CCS91 RS09255 WP 124866244.1 YYRVDESLWRNQQKLVRLSKYSLDAALKEKCTRNNLQRLKDLPKLKDLPNMSYHLEAILGEVGIKDVRTLRILGAKMCWL 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERL......KDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWL 154
consensus !!!!!!!!!!!! !!!!!!!!!!!!!!!!!*!!! !!******!!!!!!!*!!!!!!!!!!!!!!! !!!!!!!!!!!

logo RLRQHQNSLQVTEKI LFMLEGAI IDGIHEAALPVARRQELAEWADES ILTVPKPQEFPATELPE
NTDB id 329472 CCS91 RS09255 WP 124866244.1 RLRQHNSQVTEKILFMLEGAIIDIHEAALPVARRQELAEWAESIVPKPEFPTEPE 215
NTDB id 1428 BW25113 RS04975 WP 000839153.1 RLRQQNSLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus !!!!*!! !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*!* !!*!!! !*!
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