
logo MLKI
LENKLVTGGYLANIPVLKNDI

V
S
TFTE I

V
E
ADGELVGL IGLNGAGKSTTIKNE I IGLLKTPYNGGEQITAIDGLSTI EQQDNPQANSYRKQKIGFYIPETPSL

NTDB id 32939 SUB RS07390 WP 015911786.1 MLKIENLTGGYLNIPVLKNISFTIEDGELVGLIGLNGAGKSTTIKEIIGLLKPYNGEITIDGLSIEQDNQNYRKKIGFIPETPSL 85
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL 85
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL 85
consensus !!!*!**!!!!*!!!!!!***!***!!!!!!!!!!!!!!!!!!!*!!!!!!*!!*!*!*!!!!*!*!!***!!*!!!*!!!!!!!

logo YEELTLKREHI
LE I

T
T
V
A
LMAYDGI

L
P
DVETKEAGLMAQVRAEDSKLYLEKTLYFRLSDDEKLDWFPSTLQFSKGMKQKVMI ICAF I IVDNPSLF I LVDEPFLGLDPLAIASD

NTDB id 32939 SUB RS07390 WP 015911786.1 YEELTLKEHIEITAMAYDIPVEKALQRAESLLETYRLSDKLDWFPSLFSKGMKQKVMIICAFIIDPSLFILDEPFLGLDPLAIAD 170
NTDB id 481 STER RS07730 WP 002951673.1 YEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD 170
NTDB id 473 HSISS4 RS07770 WP 021143710.1 YEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD 170
consensus !!!!!!*!!*!***!!!***!**** !!***!***!!**!!!!!!**!!!!!!!!!!!!!!!!**!!!!!*!!!!!!!!!!!!*!

logo LVI SEHLLEAEEKKANKGKAS I LMSTHVLDSAEKMCDRF IV I LHKHGQVIKLAQGTI
L
D
EELRKQSTFGQDDSGSASLNDIYLMMQLTKEGVELS

NTDB id 32939 SUB RS07390 WP 015911786.1 LVSHLEEEKKKGKSILMSTHVLDSAEKMCDRFIILHKGQIKAQGTLEELRKSFGQSGASLNDIYLMLTKEV.. 241
NTDB id 481 STER RS07730 WP 002951673.1 LIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKGELS 243
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKGELS 243
consensus !***!*!!!**!!*!!!!!!!!!!!!!!!!!!*!!!*!!**!!!!**!!!**!!***!!!!!!!**!!!****

X non conserved

X similar

X ≥ 50% conserved


