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NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAI........LILISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDM 72
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAI........LILISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDM 72
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVA..YAI....MQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQ 73
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVA..IAI....MQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQ 73
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVA..IAI....MQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQ 73
NTDB id 329320 EHN06 RS04430 WP 206075723.1 ...MFRKLNVYVGVIALGL....LSGLANAVTLEDVSFSSLPGDQLEVTLKFDGQPP.EPTGYTIERPARIAVDLKGTTS 72
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .......MNSGLSRLGIALLAAMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQN 72
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 QEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVV 299
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVV 299
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDNVR.LNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVT 291
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVA 290
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVA 290
NTDB id 329320 EHN06 RS04430 WP 206075723.1 TEGGNAVVEIRPEGNYDYIAYQSGSQFTVSVERLSEQEAEERREEKFPYTGDKLSLNFQDIEVRSVLQLIADFTGLNLVA 303
NTDB id 1193 PAKAF RS26665 WP 003161249.1 AQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVA 310
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 SDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAA 379
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAA 379
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAA 371
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAG 370
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAG 370
NTDB id 329320 EHN06 RS04430 WP 206075723.1 SDTVSGSITLRLQNVPWDQALDLILKTKGLDKRQIGNVLLVAPADEIAAREKLELETSKQIAELAPVRLDIIQVNYAKAA 383
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAA 390
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 DIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLD 428
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLD 428
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLD 442
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLD 450
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLD 450
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 DIAKLFQSVTSDGG..........................QEGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLD 444
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 IPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS......GTLEGANELAR.........GTAPANVVPLERRLNLDL 493
NTDB id 1284 ACE17W RS12370 WP 010946666.1 IPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS......GTLEGANELAR.........GTAPANVVPLERRLNLDL 493
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDSN.....GTYTI.......ERPDN 510
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETTGGYKYTI.......ERPDN 523
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETTGGYKYTI.......ERPDN 523
NTDB id 329320 EHN06 RS04430 WP 206075723.1 VAVRQVSIEARIVRAQTNVAENLGIRWGGAAFDVNGDNVVSIGGSQGAVEEAR.....QAAAGNNNTITFPGA....... 499
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 AAVPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AV 569
NTDB id 1284 ACE17W RS12370 WP 010946666.1 AAAPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AV 569
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATT 590
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATT 602
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATT 602
NTDB id 329320 EHN06 RS04430 WP 206075723.1 LAVDLGVTGEGASSFAIGWGS.DDFLVDLELSALETDGRAEVVSQPRVVTADRQTAKIKSGEEIPYQEASSSGAT...SV 575
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PFVDLGA.KDATSGIGIGFIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGAT...ST 593
consensus * **!*** *** ***** ** *****!!*!!!** *! *!**!*!*********!** *! **!!!****!*!* **



logo

A
SFKDKEAAVLLSLKNEVTPNSQITPDDNGRKI IQLVMEKDVLKNVDQVIATSNNKQDATS IRVPDNASYQSPGENYAQMVTALQTFPALNGI

E
V
A
L
P
P
A
I
L
I
I
NTKKNTNEVITQNATKQNI

VLVGDNDNGQETI
V
I
V
I
LGGI

V
Y
F
Q
S
K
E
N
S
Q
D
E
T
Q
V
K
T
A
S
M
N
T
K
N
A
Q
V
S
T
I
Q
V

E
N
T
R
K
T
I
VPF

NTDB id 1257 GCO85 RS04855 WP 163621000.1 AFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPF 648
NTDB id 1284 ACE17W RS12370 WP 010946666.1 AFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPF 648
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SFKEALLSLEVTPNITPDGKILMELNIANDSIN.SYAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPF 669
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPF 681
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPF 681
NTDB id 329320 EHN06 RS04430 WP 206075723.1 SFKEAALSLEVTPQITPDDKIIMDLVVNQDSR..GEVTAGIPAINTNEVTTQVLVGNGETVVLGGIFQSEVATQTTKTPF 653
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPF 673
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 FGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 FGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 FGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 FGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 329320 EHN06 RS04430 WP 206075723.1 LGDIPYLGRLFKRTEHIDERSELLIFITPKIIKSDLIQ............ 691
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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