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NTDB id 414 AAK55818.1 838..2187( ) MLDLLKQ.TIFTRDFIFILILLGFILVVTLLLLENRRDNIQLKQINQKVKDLIAGDYSKVLDMQGGSEITNITNNLNDLSEVIRL 84
NTDB id 32919 SUB RS02850 WP 012658078.1 MTENLIGNLSLFELSILLLLIFVA.AYFIYLAVRDYRNAKIIRQMSHKIRDLINGRYTDEINEKADIELIELSEQLNDLSDVFRL 84
NTDB id 375 SMU RS06880 WP 002262929.1 MTNVFESSPLFLRILLAVLIILLF.FYFIFLNYREYKNNNQVKQLNAKVRSLITGHYTDKLKVEDNSDLSELVNNVNDLSEVFRL 84
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NTDB id 414 AAK55818.1 838..2187( ) TQENLEQESKRLNSILFYMTDGVLATNRRGQIIMINDTAKKQLGLVKEDVLNRSILELLKIEENYELRDLITQSPELLLDSQDIN 169
NTDB id 32919 SUB RS02850 WP 012658078.1 THENLAQEKNRLASILAYMSDGVLATDRTGQIMMINETAQKQLNISKEEALLMNITDLLGQDTPYTYRELVSKTPIVTLNRRDET 169
NTDB id 375 SMU RS06880 WP 002262929.1 THENLAQEKNRLTSILSYMTDGVLATDRSGKITVINDMAQKQLNVTREQALECNILDILD.DDSYTYNDLITKTPEIVLTRRDEY 168
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NTDB id 414 AAK55818.1 838..2187( ) GEYLNLRVRFALIRRESGFISGLVAVLHDTTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDEGALCETVAPDFIKVSLDE 254
NTDB id 32919 SUB RS02850 WP 012658078.1 GEFITLRLRFALNRRESGFISGLVVVLHDTTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDEGALKEDIAPSFIKVSLDE 254
NTDB id 375 SMU RS06880 WP 002262929.1 DEFITLRIRFALNRRESGFISGLIAVLHDATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDDGALTESVAPSFIKVSLDE 253
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NTDB id 414 AAK55818.1 838..2187( ) TNRMMRMVTDLLHLSCIDNATSHLDVELINFTAFITFILNRFDKMKGQE..KEKKYELVRDYPINSIWMEIDTDKMTQVVDNILN 337
NTDB id 32919 SUB RS02850 WP 012658078.1 TNRMMRMISDLLNLSRIDNQVTALAVEMTNFTAFMTSILNRFDLVRNQNTVSGKSYEIIRDYPITSVWLEIDNDKMTQVIENILN 339
NTDB id 375 SMU RS06880 WP 002262929.1 TNRMMRMITDLLSLSRIDNQTSHLDVELTNFTAFMNYILDRFDQIQSQQS.TNKVYEIIRDYPDKSVWIEIDTDKMTQVIDNILN 337
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NTDB id 414 AAK55818.1 838..2187( ) NAIKYSPDGGKITVRMKTTEDQMILSISDHGLGIPKQDLPRIFDRFYRVDRARSRAQGGTGLGLSIAKEIIKQHKGFIWAKSEYG 422
NTDB id 32919 SUB RS02850 WP 012658078.1 NAIKYSPDGGKIRVKMKTTDSQLIISISDQGLGIPKKDLPLIFDRFYRVDKARSRAQGGTGLGLAIAKEIVKQHNGFIWAKSDYG 424
NTDB id 375 SMU RS06880 WP 002262929.1 NAIKYSPDGGKVTITMQTTDTQLILSISDQGLGIPKKDLPLIFDRFYRVDKARSRAQGGTGLGLAIAKEIVKQHKGFIWANSEEG 422
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NTDB id 414 AAK55818.1 838..2187( ) KGSTFTIVLPYDKDAV..KEEVWEDEVED* 449
NTDB id 32919 SUB RS02850 WP 012658078.1 KGSTFTIVLPYEKDVVAGTDDEWEDDID.. 452
NTDB id 375 SMU RS06880 WP 002262929.1 EGSTFTIVLPYENDND..AIDEWEEDEDES 450
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