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NTDB id 329146 EH163 RS03820 WP 058649886.1 MVEAIGYVRQSTLKQQSLATQKSLIMETAKQYGWHNIEFYDDKKTGRHTKRSGYQRMVEAITSRKCKVLCCYRLNRLHRN 80
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
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NTDB id 329146 EH163 RS03820 WP 058649886.1 LKNAIQFFEICKKHHVTIISVNDGYFDLSKEFDCFRLNILMSLAEMESNNISEQVQNGIREKAKQGKLITTHAPFGYRYR 160
NTDB id 1 SACOL RS00225 WP 000806247.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH 160
NTDB id 10 SA RS00435 WP 000815646.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH 160
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NTDB id 329146 EH163 RS03820 WP 058649886.1 KGRFIVHKEEAYTVKIVYRWYLQGLGYKKISQKLDKDMNFISRKPYQVRNILMNPNYCGRVINKYGTFNDIVSPIIDVDT 240
NTDB id 1 SACOL RS00225 WP 000806247.1 NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
NTDB id 10 SA RS00435 WP 000815646.1 NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
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LEADTEKS IVLADEVT
NTDB id 329146 EH163 RS03820 WP 058649886.1 FEEAQERRIHKQHNRSNSRNKLKRRIKCPYCQSTLTNLTIKKRNHSLRYYVCPKNMNDAYYTCSFKGMNAQTIEAEILDT 320
NTDB id 1 SACOL RS00225 WP 000806247.1 YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
NTDB id 10 SA RS00435 WP 000815646.1 YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
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NTDB id 329146 EH163 RS03820 WP 058649886.1 CKSYFKEQAHHSHLNERIIETLERQKMKHKQTQITQEELIEKLAQNHIDVETFKQLSTSNESETHCSSPTYLSNQMTKTI 400
NTDB id 1 SACOL RS00225 WP 000806247.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKP.ISSISTYQIRKAF 399
NTDB id 10 SA RS00435 WP 000815646.1 CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQR.TTSINGHQIQHTI 399
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NTDB id 329146 EH163 RS03820 WP 058649886.1 SHISKGKLTLEDIAPLIGDITITQTKQLQGIYLKHSPINIVEQSHLIPCERNENL 455
NTDB id 1 SACOL RS00225 WP 000806247.1 QNIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV..... 449
NTDB id 10 SA RS00435 WP 000815646.1 QNIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA..... 449
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