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NTDB id 329098 EIA51 RS10045 WP 017806950.1 MNVKGFTLLESLISLLILSILLLMALPIWQQNHNEAVLEKEQHRLYLFLRYIQSRVENSNDIWFLVANRDLLSKKWCISA 80
NTDB id 1350 HI 0938 AAC22602.1 .MQKGMTLVELLIGLAIISIALNFAVPLWKTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTA 79
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NTDB id 329098 EIA51 RS10045 WP 017806950.1 QIKQDKICNCLQPQYCSNELMVNIYTPMFPQETMIISKNYYPKEMARLSGIRNTVQSDCFLLQAGDKRTLFSFFNVGSLK 160
NTDB id 1350 HI 0938 AAC22602.1 QVKNNQTCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIR 159
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NTDB id 329098 EIA51 RS10045 WP 017806950.1 LKDISSLSACGDK 173
NTDB id 1350 HI 0938 AAC22602.1 VKTNQFDSACN.. 170
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