
logo MGKLNRLDITLLVVWLLVIAVADGLTLLFLVPQPSFLLLEPPWKQQSAWLA
V
A
G
I
L
T
V
I
V
A
V
G
L
C
V
G
L
I
V
A
F
L
Y
F
WIKRFQGLLRARKNFFLAVSYGLAFI FVALCSLAGDYFHYQSALQQSLLS

NTDB id 329088 EIA51 RS06935 WP 035686013.1 MGLRLDTLLWLVIAAGLTLLFVPQSFLLEPKQSAWLAGITVVGCGVAYWIKRQGLAKFFAYGAIFVLCLADFHYQAQQLL 80
NTDB id 1359 HI 0061 AAC21739.1 MKLNLITLVVLLIVADLTLLFLPQPLLLPWQ.....VALVIALVLIFLFI..FLRRNFLVSLAFFVASLGYFHYSALSLS 73
consensus ! ! ! !!* !*! ! !!!!!*!!* !!** ***** ** * * * *!** ! ! !! *!* !!! ! !
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NTDB id 329088 EIA51 RS06935 WP 035686013.1 QQAHAVAGLEKRIEREIRIVEVLHQQDYQTLIATAQLDETLPEQRLYVQWQRAEKVAVGQRWRAELSLRPLSSRLNEGGF 160
NTDB id 1359 HI 0061 AAC21739.1 QQAQNITAQKQ..VVTFKIQEILHQQDYQTLIATATLENNLQEQRIFLNWKAKEVPQLSEIWQAEISLRSLSARLNFGGF 151
consensus !!!* * * ** *! !*!!!!!!!!!!!!! !* !*!!!****! ! * * ! !!*!!!*!! !!! !!!
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NTDB id 329088 EIA51 RS06935 WP 035686013.1 DRQKWYFSKGITAYARVKSAVKISEDFSWREARLQTAFQHTQALSMQGLLLALGFGERAWLQPTHWQIYQKTNTAHLIAI 240
NTDB id 1359 HI 0061 AAC21739.1 DRQQWYFSKGITAVGTVKSAVKIADVSSLRAEKLQQVKKQTEGLSLQGLLIALAFGERAWLDKTTWSIYQQTNTAHLIAI 231
consensus !!! !!!!!!!!! * !!!!!!! * ! ! *!! *! *!!*!!!!*!!*!!!!!!! *!*! !!! !!!!!!!!!
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NTDB id 329088 EIA51 RS06935 WP 035686013.1 SGLHIGLAMLLGVGIARGIQFCLPTYWITPMFPLFIGAIIALIYAYLAGFSIPTLRALVALGLVCLVRGLRFYHTPWQYF 320
NTDB id 1359 HI 0061 AAC21739.1 SGLHIGLAMGIGFCLARVVQVFFPTRFIHPYFPLVFGVLFALIYAYLAGFSVPTFRAISALVFVLFIQIMRRHYSPIQFF 311
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NTDB id 329088 EIA51 RS06935 WP 035686013.1 QRVVAVLIFCQPLMVLSVSFWLSVGAVASLILWYQYVPLDLFQPRTDLVRQDRPFSLGAIIGKLILRWCVALLHLQLGLL 400
NTDB id 1359 HI 0061 AAC21739.1 TLVVGFLLFCDPLMPLSVSFWLSCGAVGCLLLWYRYVPFSLFQWKN......RPFS.......PKVRWIFSLFHLQFGLL 378
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NTDB id 329088 EIA51 RS06935 WP 035686013.1 LVFTPVQLYFFHGFSLAGMIANVFAVPLFSFFLVPLVLFAVLSNGTFSSWQGANELAEKITVFLSNWQHKWIDLSQTQSQ 480
NTDB id 1359 HI 0061 AAC21739.1 LFFTPLQLFLFNGLSLSGFLANFMAVPIYSFLLVPLILFAVFTNGTMFSWQLANKLAEGITGLISVFQGNWLTVSFNL.. 456
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NTDB id 329088 EIA51 RS06935 WP 035686013.1 WIGLGLCALGL.SYVFGLWQVQKNHSLNRQKS.IPFVQDRTLAKWKWRLNPDKIPSVLCLKKLGVVLVLIFLVNGGNLLV 558
NTDB id 1359 HI 0061 AAC21739.1 ..ALGLTALCAGIFMLIIWNIYREPEISSSNWQIKRAKFFTLNLSKPLLKNERINVLRCS..FGII.....LLCFTILLF 527
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NTDB id 329088 EIA51 RS06935 WP 035686013.1 THFRQPDWRLETLDVGQGLATLIVKNQRGILYDTGAAWRGGSMAELEILPYLRRQGIVLDYLILSHDDNDHAGGAEAVLR 638
NTDB id 1359 HI 0061 AAC21739.1 KQLSKPTWQVDTLDVGQGLATLIVKNGKGILYDTGSSWRGGSMAELEILPYLQREGIVLEKLILSHDDNDHAGGASTILK 607
consensus * ! ! **!!!!!!!!!!!!!!! *!!!!!!! !!!!!!!!!!!!!!! ! !!!!* !!!!!!!!!!!!!! *!*
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NTDB id 329088 EIA51 RS06935 WP 035686013.1 AYPNATLITSSEKIERKTHRTSCFAGTQWQWQGLQISALSPQKVVKRAENNDSCVLLIDDGRHKVLLTGDAESQIEPQFI 718
NTDB id 1359 HI 0061 AAC21739.1 AYPNVELITPSRKNYGENYRTFCTAGRDWHWQGLHFQILSPHNVVTRADNSHSCVILVDDGKNSVLLTGDAEAKNEQIFA 687
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NTDB id 329088 EIA51 RS06935 WP 035686013.1 YKAGKIDVLQVGHHGSKTSTSEALVKTLQPSIALISSGRGNPWHFPHYAVLARLQAQQSAVLNTADFGQILLSFSAKKPP 798
NTDB id 1359 HI 0061 AAC21739.1 RTLGKIDVLQVGHHGSKTSTSEYLLSQVRPDVAIISSGRWNPWKFPHYSVMERLHRYKSAVENTAVSGQVRVNFFQ.... 763
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NTDB id 329088 EIA51 RS06935 WP 035686013.1 PENISIDTARGTFSPWYRELL..... 819
NTDB id 1359 HI 0061 AAC21739.1 .DRLEIQQARTKFSPWYARVIGLSKE 788
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