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PQILKESDVIISDLPVG YPNDINTAIRRYQVA |RWAHTYAHHLLMEQSLKYLK[MEGNA FLEYPE LLTS QSPLLKKWLEY pNA
PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
PQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
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LPEJy FlesIgSNENKSTIRVLNKIY |QUEE FVYPLTDLQ PE R FMpaFKKWK DNVEFH 318
AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
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