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NTDB id 328969 EGT90 RS10120 WP 127429534.1 MKRRRNKKQGWRWLIAFVILFALASGIPGKASSTTITSSPSAQTLVAKVNSLVENLSYRSRSSSTSGSSTMVTPSKQKAE 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYY......IKQMPSAP......NSPKTNLS........QKKQASEAPSQALAE 55
NTDB id 221 SPD RS09380 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYY......IKQMPSAP......NSPKTNLS........QKKQASEAPSQALAE 55
NTDB id 187 SPR RS08930 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYY......IKQMPSAP......NSPKTNLS........QKKQASEAPSQALAE 55
NTDB id 152 SP RS09870 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYY......IKQMPSAP......NSPKTNLS........QKKQASEAPSQALAE 55
consensus **!*****!!****!**!**!*** !***!!!* !!***!!! ********!!***!!
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NTDB id 328969 EGT90 RS10120 WP 127429534.1 AVLTANVKQQLGSSITWNGDGAFIINNNKTKLNAKINNAPYAVDRLDSQGRA...WQADAWLNKTTRQYKNRSETGNGAT 157
NTDB id 262 KZH43 RS08770 WP 001036779.1 SVLTDAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGST 135
NTDB id 221 SPD RS09380 WP 001036779.1 SVLTDAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGST 135
NTDB id 187 SPR RS08930 WP 001036779.1 SVLTDAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGST 135
NTDB id 152 SP RS09870 WP 001036779.1 SVLTDAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGST 135
consensus *!!!**!!*!***!**!!!*!!!!*!*!!!*!*!!****!!!*******!*******!*!*!*!*!!!!!!!*!!!!!*!

logo SWKTPVPGFWMHQLVTKNLKNGGSPYTHAYVDRGHLLGYALVIGGLSDGFNDASETSNPKNIATVQTAWANEQARQSATEDYSTGQNYYEGSLKVRKALDRQGN
NTDB id 328969 EGT90 RS10120 WP 127429534.1 SWKPVGFMQLTNLKNGPTHAYDRGHLLGYALVGGLSGFNASESNPKNIATQTAWANEARSTDSTGQNYYEGLVRKALDRG 237
NTDB id 262 KZH43 RS08770 WP 001036779.1 SWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQN 215
NTDB id 221 SPD RS09380 WP 001036779.1 SWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQN 215
NTDB id 187 SPR RS08930 WP 001036779.1 SWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQN 215
NTDB id 152 SP RS09870 WP 001036779.1 SWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQN 215
consensus !!*!*!**!**!!!***!!!*!!!!!!!!!!*!!!*!!*!!*!!!!!!!*!!!!!!*!****!!!!!!!!**!!!!!!**
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NTDB id 328969 EGT90 RS10120 WP 127429534.1 KQVRYRVTDIYDG.NNLVPSGAHIEAKSKDGSLQFNVFVPNVQNNITINYATGKATATN 295
NTDB id 262 KZH43 RS08770 WP 001036779.1 KRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 KRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 KRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 KRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !*!!!!!!**!*****!!!!***!!!!!*!!*!*!!!*!!!!!******!*!!**!*!*
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