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NTDB id 1131 NGFG RS05740 WP 003695064.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRIQSRKY 85
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NTDB id 32892 MCCL RS08555 WP 041636134.1 .MINRAVLVGRLTKDPEYRVTQSGVAVASFTLAVNRTFTNANGERQ..ADFINCIVFRKQAENVNTYLHKGSLAGVDGRLQSRSY 82
NTDB id 113 BSU 40900 NP 391970.1 .MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGERE..ADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNY 82
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