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NTDB id 96 BSU 24730 NP 390353.1 GNVHLRMSTLPT.INEESLVIRVMPQYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQYAKKHFNRNI 169
NTDB id 32884 MCCL RS06605 WP 012657092.1 LRYNIRASTLPRSLGDEACVLRIIRQSFIDEYQTDD.....QI.LFDQMKKSSGIIIISGPTGSGKSTLMYQLVHFAKDTLKRQV 161
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NTDB id 96 BSU 24730 NP 390353.1 VTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEF 254
NTDB id 32884 MCCL RS06605 WP 012657092.1 ISIEDPVEQHLDGIIQVNVNEKAEITYQTAIKAILRCDPDIIMLGEIRDSVVAQQVINAGLSGHLVLTTLHANDCIGALFRLKEM 246
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NTDB id 96 BSU 24730 NP 390353.1 GINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGNHANYQYQTLRQIIRKGIAL 339
NTDB id 32884 MCCL RS06605 WP 012657092.1 GINAVDLYQSINLIINQRLIKKRD................EKERILAYEFLTKKDIEKYLKNKHI.....NYRTLADILKEMYET 310
NTDB id 30 MW RS08005 WP 000697220.1 GISVQELIQATNLIINQRLVTTIK................QQRQ.LVCEILSQQQLRYFFSHNHSL..PSSFKNLEDKLDDMTKA 312
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NTDB id 96 BSU 24730 NP 390353.1 GYLTTNNYDRWVYHEKD 356
NTDB id 32884 MCCL RS06605 WP 012657092.1 NQISQHEFEKFDL.... 323
NTDB id 30 MW RS08005 WP 000697220.1 GVICETTMDKYI..... 324
NTDB id 14 SA RS07775 WP 000697220.1 GVICETTMDKYI..... 324
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