logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

625 LCA RS02525 WP 011374196.1
32879 MCCL RS04770 WP 012656782.1
115 BSU 16940 NP 389576.2

1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

consensus

CAKK. .

KTNFDDITKKYGA
PKKLEEISKKFGA
PKKLEEISKKFGA
PKKLEEISKKFGA
PKKLEEISKKFGA
PKKLDEISKKFGA

<_
m

KKLEEBKKFD%EQEKAL%AL |£K F K AL Esfé%é\./. 2y

MRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG

MRLG

MRLG
IMR G

NI RNTHIHHDDDIDI >

IEKWNFGKG IM
IEK§FGKGRIM
IEKEFGKGINTM
IEKSFGKGIIM
M
IEKWFGKG
IEKWNFGKG IMRLG
MRLG

MRLG

S
S
S
S
S
S
S
S
S
S
S
P
S
S
S
P
S
S
S
S
S
S
S
S
S
S

k11 skoskokok ok

LA

k1%

RN

A

Y
L

(]




VR PESSCRTeLhoQ CF DAEE s o L EORLE oy M)

1L VAL s AT o st VBB b3 Lzt LE AL YBY AL
NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT DELL l 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT AMQKINGGINAAF IDAEHALDPIA\YAINAL.GVN DELL SQPD GEQ 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ANFNQKINGGINNAFIDAEHALDPE\YARWALGVN DELL SQPD GEQ 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT AMNFA\QKINGGIWNAF IDAEHALDPE\€YARWALGVN DELL SQPD GEQ 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANINQKINGGINNAFIDAEHALDPI\YARWALGVN DELL SQPD GEQ 153
NTDB id 527 SMSK321 RS11065 WP 001085454 .1 I EIYGPESSGKTT ANFA\QKINGGIWNAF IDAEHALDPE\YARWALGVN DELL SQPD GEQ 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT AQKINGGINAAF IDAEHALDPIAY ALNAL.GVN DELL SQPD 153
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT ANFAQKIRGGINNAF IDAEHALDPEY\YARWALGVN DELL QPD GEQ 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ANFAQKIGGINNAF IDAEHALDPI\YARWALGVN DELL SQPD 153
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AIRYQK[NG GgIA IDAEA DPIAYAQWALGVN D LL SQPD 140
NTDB id 32879 MCCL RS04770 WP 012656782.1 I EIYGPESSGKTT AIRYQ (NGGYEFNAFIDAEHALDPY ARNLGV L SQPDGEQ 138
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIIQRINGGAENAF IDAEHALDPIYAMILGVN ELL SQPD GEQ 138
NTDB id 1313 DR RS12030 WP 010888966.1 IEIYGPESGKTT ANFN\QKINGGINMAF IDAEHALDPY ARRNLGVNGSDELL SQPDINGEQ 152
NTDB id 1245 Cj16730 YP 002345041.1 I EIYGPESSGKTT AINGQKIAGGUISMAF IDAEHALDNAYY AIQYIL. G VN§YD L SQPDRIGEQ 139
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINMOKNGGUAMAF IDAEHALDAIY ARSHI.GV ¥ NILL SQPD GEQ 141
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINMOKNGGNASAF IDAEHALDERsY ANSHL.GV i LL SQPD GEQ 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AQKGGAFIDAEHADYALG N EL SQPDINGEQ 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDNGEQ 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT VAAF DAEHAIRDPUYARIMLGVIY ELM SQPD GEQ 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT MOAF DAEHAIDPUIY AIRSYL G VIY ELM SQPD GEQ 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT VGAF DAEHAIDPNYARINLGVIY ELM SQPD GEQ 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INGAFTDAEHALDUMRY AIDIML G VIY ﬁ LL SQPD GEQ 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 pEENEEEINIIC NN DELL SQPD GEQ 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT DELL SQPD GEQ 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT INGAFIDAEHALDP[R]Y ARASLGV DNLL SQPDBIGEQ 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT INGAFTDAEHALDPNYARINLGV DNILL SQPDNGEQ 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQ 139
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NTDB id 600 KW2 RS01765 WP 011675413.1 G WGDSEIVGLQAR . 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR . 232
NTDB id 228 SPD RS09265 WP 001085462.1 GDIGDSHVGLQAR . 232
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR . 232
NTDB id 159 SP RS09750 WP 001085462.1 GDIGDSHVGLQAR . 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDHGDSHVGLQAR . 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHGDSHVGLQAR . 232
NTDB id 453 Spy49 1753c ACI62003.1 GDIGDSHVGLQAR . 232
NTDB id 408 SMU RS09530 WP 002262392.1 GDHGDSHVGLQAR . 232
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR . 219
NTDB id 32879 MCCL RS04770 WP 012656782.1 G MGDSH GLQAR . 217
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR . 217
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIRJGLQAR . 231
NTDB id 1245 Cj1673c YP 002345041.1 GDMGDNHVGLQAR 219
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGDMHVGLQAR 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGDNHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJIAR . 227
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1123 0OK783 RS03845 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1427 RS RS02760 WP 011000510.1 MGD [WJGLQAR . 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 MGDSH GLQAR . 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 MGDSH GLQAR . 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 MGDSH GLQAR . 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 MGDSH GLQAR . 218
NTDB id 1205 PSJM300 05545 AFN77183.1 MGD HVGLQAR . 218
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