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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 328774 N032 RS08975 WP 024648608.1 ACVMVAMVLLWRLRFRHLGVVWPLLLSFNAVLIFEPLVTLQPGFWLSFAAVGILILIFSG.......R.......LGAWRWWQSW 354
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NTDB id 328774 N032 RS08975 WP 024648608.1 AWLPSAVPIWAWWLSLLGALLLLLPKGVP...MRPLGWPLLLLCVFPPLESVPEGQVDVLQLDVGQGLAILLRTRNHTLLYDAGP 520
NTDB id 1199 PSJM300 12650 AFN78592.1 AWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGP 522
consensus *!***!*!*!!! ! **! **!!*!*!** *! *! *!!******* ** ! *** *!*!!!***!**!* ! !!*!*!!

logo RFQYGEDLFADAIAGDEQRVI
V
F
VPASYMLRGKQAHLGLVEQRAHR I

LDTLLML
M
V

I
L
VSHAESDASDHAGGTAAELTAI

V
H
M
Q

A
Q
R

G
A
F
M
VPVGRSARTMVLAGSSGLELPAEPGHGLERQARLPAALPAGQI

L
D
E
G

P
A
A
R
G
L
SCERVASTGAQRWAETW
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NTDB id 1426 RS RS05575 WP 011001070.1 SAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 328774 N032 RS08975 WP 024648608.1 APVGVLISRGRNNAFGHPHPLVMARYRGLGIASYDSAELGAVRLQLGT..FGTPQAERAQRRFWRD.................. 738
NTDB id 1199 PSJM300 12650 AFN78592.1 AADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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