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NTDB id 32860 TTJL18 RS06265 WP 014629774.1 ........MPVYQYKARDRQGRLVEATIEAEDLRTAARLLRDRGLFVAEIKEPGKGLQAEVRIPALERGPGLKDLAIFSR 72
NTDB id 1029 TT RS02230 WP 011228203.1 ........MPVYQYKARDRQGRLVEATIEAEDLRTAARLLRDRGLFVAEIKEPGKGLQAEVRIPALERGPGLKDLAIFSR 72
NTDB id 1252 GCO85 RS07730 WP 011213805.1 .MDKNSPPLLTFHYQGINKAGQKMEGDIQARSLAIAKADLRKQGIVTNKVVKKRKPLFDR.....KNKKITQADITVFSR 74
NTDB id 1198 PSJM300 03950 AFN76868.1 .MAQKAIKNSVFTWEGLDRQGAKIKGELSGVSPALVKAQLRKQGINPQKVRKKSISLFS......AGKKIKPMDIALFTR 73
NTDB id 1016 ACIAD RS01680 WP 004920476.1 MAAKKTQVMPVFAYEGVDRKGIKLKGELPARNMALAKVTLRKQGITIRTIREKRKNIFEGL....LKKKVKPLDIAIFTR 76
NTDB id 1059 ABD1 RS01610 WP 000279215.1 MAVKKAQMMPTFAYEGVDRKGVKIKGELPAKNMALAKVTLRKQGVTVRNIREKRKNILEGL....FKKKVTTLDITIFTR 76
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NTDB id 32860 TTJL18 RS06265 WP 014629774.1 QLATMLGAGLTLLQALAILERQTENRKFREILKQVRTDVEGGMAFSEALSKHK.LFSRLYVNLVRAGETSGGLDVILDRL 151
NTDB id 1029 TT RS02230 WP 011228203.1 QLATMLGAGLTLLQALAILERQTENRKFREILKQVRTDVEGGMAFSEALSKHK.IFSRLYVNLVRAGETSGGLDLILDRL 151
NTDB id 1252 GCO85 RS07730 WP 011213805.1 QLATMIESGIPLVQAFDIVAKGQSNKRLKDLIETIKHDIETGLTLAESLIKHPLYFNELFCNLVDAGEKSGSLDIMLDKV 154
NTDB id 1198 PSJM300 03950 AFN76868.1 QMATMMKAGVPLLQSFDIIGEGFDNPNMRKLVDDLKQEVAAGNSFASSLRKKPQYFDDLYCNLVDSGEQSGSLETLLDRV 153
NTDB id 1016 ACIAD RS01680 WP 004920476.1 QLATMMKAGVPLVQAFEIVAEGLENPAMRDVVLGLKNEVEGGNTFAGALRKYPQYFDNLFCSLIESGEQSGSLEIMLDRV 156
NTDB id 1059 ABD1 RS01610 WP 000279215.1 QLATMMKAGVPLVQGFEIVAEGLENPAMREVVLGIKGEVEGGSTFASALRKYPQHFDNLFCSLVESGEQSGALETMLDRV 156
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NTDB id 32860 TTJL18 RS06265 WP 014629774.1 ATFLEKELELRGKIRSAMTYPVIVFVFAVGVAYFLLTGIVPQFAQILTDLGSELPLLTRFLIAVSNLLRAATLPLLLLAL 231
NTDB id 1029 TT RS02230 WP 011228203.1 ASFLEKELELRGKIRSAMTYPVIVFVFAVGVAYFLLTGIVPQFAQILTDLGSELPLLTRFLIAVSDLLRAATLPLLLLAV 231
NTDB id 1252 GCO85 RS07730 WP 011213805.1 ATYKEKIEIIKKKIKKALTYPIAVMVVALLVTAGLLIYVVPQFESLFKGFGADLPAMTRAVITMSEFMQAYWYIIFGALG 234
NTDB id 1198 PSJM300 03950 AFN76868.1 ATYKEKTEALKAKIKKAMNYPIAVVLVAVIVTAILLIKVVPQFQDVFANFGAELPAFTLMVIGLSEALQAWWYVVLAGFV 233
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AVYKEKSEVLKQKIKKAMKYPATVIVVAIVVTIILMVKVVPVFKDLFTSFGADLPAFTQLVVNMSNWMQDYWFILILVIG 236
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AIYKEKSELLKQKIKKAMKYPATVIVVAIVVTIILMVKVVPVFQDLFASFGADLPAFTQMVVNMSKWMQEYWFIMIIAIG 236
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NTDB id 32860 TTJL18 RS06265 WP 014629774.1 ALFFAYRWYYG...TPQGRRVIDRLKLRLPVFGNLNRKTAVARFSRTLALLLSSGVNIVEALDITKGTAGNSVVEEIVEA 308
NTDB id 1029 TT RS02230 WP 011228203.1 ALFFAYRWYYG...TPQGRRVIDRLKLRLPVFGNLNRKTAVARFSRTLALLLSSGVNIVEALDITKGTAGNSVVEEIVEA 308
NTDB id 1252 GCO85 RS07730 WP 011213805.1 GVV..YSFFYAKNHSLEFAQTIDRVMLKLPVIGPILEKAAIARFARTLSITFAAGLPLVEALKSVAGATGNIIYAKATDK 312
NTDB id 1198 PSJM300 03950 AFN76868.1 GAA..YAFKQAHTRSEKFRNWFDRLMLKVPVVGDILYKSSVARFARTLSTTFAAGVPLVDALDSVAGATGNVVFRSATNK 311
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AAI..AGFLEARKRSKRFRDQLDRLVLRLPIVGDLVYKAIIARYSRTLATTFAAGVPLIDALASTAGATNNTVYEQAVLK 314
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AVI..AAFLEAKKRSKKFRDGLDKLALKLPIFGDLVYKAIIARYSRTLATTFAAGVPLIDALESTAGATNNVIYEKAVMK 314
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NTDB id 32860 TTJL18 RS06265 WP 014629774.1 AKLKIQQGDPLNLTLAQHPFVFPPMVSSMVAIGEETGALDTMLSKVADFYEREVDEAVASLTAAIEPLMIIFLGVIVGMI 388
NTDB id 1029 TT RS02230 WP 011228203.1 AKLKIQQGDPLNLTLAQHPFVFPPMVSSMVAIGEETGALDTMLSKVADFYEREVDEAVASLTAAIEPLMIIFLGVIVGMI 388
NTDB id 1252 GCO85 RS07730 WP 011213805.1 IREEVATGQQMFIAME.NTHLFPNMVIQMVAIGEESGALEKMLSKVADFYEEEVNNAVDALSSLLEPIIMSILGILVGGL 391
NTDB id 1198 PSJM300 03950 AFN76868.1 IKSDVSSGMQLNFSMR.TTGTFPSMAVQMTAIGEESGALDEMLSKVATFYEDEVDNMVDGLTALMEPMIMAVLGVLVGGL 390
NTDB id 1016 ACIAD RS01680 WP 004920476.1 IREDVSTGQQLNFAMR.VSNRFPTMAIQMVAIGEESGALDEMLDKVANYYESEVDHAVDGLTSMMEPLIMAILGILVGGL 393
NTDB id 1059 ABD1 RS01610 WP 000279215.1 IREDVATGQQLQFAMR.ISNRFPSMAIQMVAIGEESGALDSMLDKVATYYENEVDNAVDGLTSMMEPLIMAILGVLVGGL 393
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NTDB id 32860 TTJL18 RS06265 WP 014629774.1 VAGMFLPLFKIIGTLSVQ 406
NTDB id 1029 TT RS02230 WP 011228203.1 VAGMFLPLFKIIGTLSVQ 406
NTDB id 1252 GCO85 RS07730 WP 011213805.1 VVAMYLPIFKLGSAV... 406
NTDB id 1198 PSJM300 03950 AFN76868.1 IIAMYLPIFQMGSVV... 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 VIAMYLPIFQMGSVV... 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 VIAMYLPIFQMGSVV... 408
consensus ***!*!!*! *** *

X non conserved

X similar

X ≥ 50% conserved


