logo KNA\/QR\.KEA AN\. RSTN.H.AAH.\.V \/A\.VY\/ \.Y\. AQVAEA T A STQV EA \.ASQEEAK QAEA A

\ ‘ \
N HND) ST e RS 2A 1o I R N N N I RS S IO S R 2 oI S O N TS I K B I M K N AWQRLKEAWANLPRSTKLLLAALLLVGGVALWYVGLYLPAQVAEAPTPAPSTQVIEAPPIPPLASQEEAKPQAEAPA 80
NTDB id 1026 TT RS05140 WP 011173435.1 MKNAWQRLKEAWANLPRSTKLLLAALLLVGGVALWYVGLYLPAQVAEAPTPAPSTQVIEAPPIPPLASQEEAKPQAEAPA 80

consensus trrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrnd

(EEsctemssces b VAR AR LT oSSR TP T Aok AT
NTDB id 32852 TTJL18 RS03325 WP 014629293.1 [Wh3x. .. ....... AQAPPPAPVARAEPPPPNPFVPLVVETPPPPPASASRPTPVPEGPAVRVQTPAIZJAPQAAPATMPIPG 150
NTDB id 1026 TT RS05140 WP 011173435.1 QEEAQAPASSQEEAQAPPPAPVARAEPPPPNPFVPLVVETPPPPPASASRPTPVPEGPAVRVQTPA APQAAPATIIPIPG 160

consensus D1 Ukkotokkokkorokk LD DL DL DL Tk Pt TrLd

AU ALY RS CRET R TALEA L et TR0 LR LR LA
NTDB id 32852 TTJL18 RS03325 WP 014629293.1 NSV NRF NGRS Y NRSY.NI NNV VAN AW AN NV YRRYNINIO DN A EE VK ELVER R N AR e N AR ey NN N e AUl 230
NTDB id 1026 TT RS05140 WP 011173435.1 TSGALPAPKILSPALSAPLPQARETPP VAVPTALVEAPLPGPEINNGIANMAPTPASPLERLVAEKGLRLSGTLLGPVSVA 240

consensus rrrrrrrrrrrrrrrrrrrrrrrrirtxrrrrrrrrrrrrrr ! trrrrrrrrrrrrrrrrrrrrrrrrrrrd

NTDB id 32852 TTJL18 RS03325 WP 014629293.1 INRAIGACRSRANYNCN] NNV RARARAA N ACRAAN WY N9 N R RS ARl 282
NTDB id 1026 TT RS05140 WP 011173435.1 ILESKEGYLVVPAGSPIPGTEAVVRQVEEGSVTLALKEETLNLSLVQAGGGQ 292

consensus rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrre

logo

X non conserved
B similar
> 507 conserved



