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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 328473 EH207 RS13965 WP 137714537.1 MASRGVNKVILVGHLGQDPEVRYMPNGGAVANITLATSESWRDKQTGEQKEKTEWHRVVLFGKLAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYE.........EGYGQSQEA..YQRPAQQSRQPAS 141
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYD.........EGYGQSQEA..YQRPAQQSRQPAP 141
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGD.FGGN.......QGSGWNQAPAQTNYNQG.GYSDNYAQ 145
NTDB id 328473 EH207 RS13965 WP 137714537.1 EGSLQTRKWTDQAGADRYTTEVVV.NIGGTMQMLGGRQGGGG.APASGGQ....QQGGWGQPQ.............QPQG 141
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGMNVPAQQGSWGQPQ.............QPAK 146
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 DAP....SHPQE.APAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 DAP....SHPQE.APAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNNFNGGNATRPQP...AQKPAAQAEPPMDNFDDDIPF 180
NTDB id 328473 EH207 RS13965 WP 137714537.1 GASFSGGAQPQPSRPAQNNAPAQSNEPP.MDFDDDIPF 178
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QHQ......PMQQSAPQQYSQPQYNEPP.MDFDDDIPF 177
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