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LEPVLSKHAKSFKDDMYLRTEHVVWQKEMLPLARLAAAVDMAAA SKDVANSHIFDAMVNQKIKLQ PEVLKKWLGEQT]
HLEPVLSKHAKSFKDDMYLRTEHVVWQKEMLJJLARLAAAVDMAAA SKDVANSHIFDAMVNQKIKLQRPEVLKKWLGEQT
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AFDGKKVLAAYESPESQARA KMQELTETFQIDGTPTVIVGGKYKVEFADWESGMNTIDLLADKVREEQKAAQ 232
AFDGKKVLAAYESPESQARAWKMQELTETFQIDGTPTVIVGGKYKVEFADWESGMNTIDLLADKVREEQKAAQ 232
AFDGKKVLAA E PESQARA QM ELTNKFQISGTPTVIVGGKYQVEFKDW SGMTTIDQLVDKVREEQKKPQ 231
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