
logo MKSNNDCFLRLKNPQSGMAL I EVLVAMLVLTIG I LALLSVQLRTVASVREAETQTIVSQITQNLMEGML IMNPTIDPSDSNKKN
NTDB id 1087 NMV RS07485 WP 014574103.1 MKNNDCFRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLMNPTIDSDSNKKN 80
NTDB id 328427 EGH16 RS02730 WP 047949522.1 MKSNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLMNPTIDPDSNKKN 80
NTDB id 1137 NGFG RS02425 WP 003694976.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLINPTIDSDSNKKN 80
NTDB id 1121 NGFG RS02425 WP 003694976.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLINPTIDSDSNKKN 80
consensus !!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!
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NTDB id 1087 NMV RS07485 WP 014574103.1 YNLYMGNHTLPHTLSAVDGDFAID..AMKTKGQLAEAQLKRFSYELKNALPDAAAIHYAVCKDSSGKAPTLSG.NAFSSN 157
NTDB id 328427 EGH16 RS02730 WP 047949522.1 YNLYTGPYTP....TPSGGDFKLNNNNLISKKDLAKVQLDRFGYELKQALPDAVHIHYAVCKDSSGKEPTLSDSGVFSSN 156
NTDB id 1137 NGFG RS02425 WP 003694976.1 YNLYTGSYAP....TSSDGDFKLN..NLISKTDLAKAQLDRFGYELKQALPDAVAIRYAVCKDSSGDAPTLSG.NTFSSN 153
NTDB id 1121 NGFG RS02425 WP 003694976.1 YNLYTGSYAP....TSSDGDFKLN..NLISKTDLAKAQLDRFGYELKQALPDAVAIRYAVCKDSSGDAPTLSG.NTFSSN 153
consensus !!!!*!** * ****!!!*** ****!**!!**!!*!!*!!!!*!!!!!**!*!!!!!!!!! *!!!!* **!!!!

logo CDDNKKANGDTL IKVLWVNDSAGDSDIASFRTNLEVSGDGSNIVYTYQARVGGRE
NTDB id 1087 NMV RS07485 WP 014574103.1 CDNKANGDTLIKVLWVNDSAGDSDISRTNLEVSGDNIVYTYQARVGGRE 206
NTDB id 328427 EGH16 RS02730 WP 047949522.1 CDDKANGDTLIKVLWVNDSAGDSDIARTNLEVSGGNIVYTYQARVGGRE 205
NTDB id 1137 NGFG RS02425 WP 003694976.1 CDKKANGDTLIKVLWVNDSAGDSDIFRTNLEVSGSNIVYTYQARVGGRE 202
NTDB id 1121 NGFG RS02425 WP 003694976.1 CDKKANGDTLIKVLWVNDSAGDSDIFRTNLEVSGSNIVYTYQARVGGRE 202
consensus !!*!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!!!!!!!
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