
logo MNTKLTKI I SGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKE IVNPTGFVTSSPAR IALDFEQTGI SMDQQVL
NTDB id 328415 EGH16 RS00675 WP 003698035.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
NTDB id 1115 OK783 RS00485 WP 003698035.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
NTDB id 1092 CAD91899.1 1..2286( ) MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
NTDB id 1100 NMB RS09455 WP 002225652.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EYADPLLSKI SAAQNSSRARLVLNLNKPGQYNTEVRGNKVWI F INESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAV
NTDB id 328415 EGH16 RS00675 WP 003698035.1 EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQA......... 151
NTDB id 1115 OK783 RS00485 WP 003698035.1 EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQA......... 151
NTDB id 1092 CAD91899.1 1..2286( ) EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAV 160
NTDB id 1100 NMB RS09455 WP 002225652.1 EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAV 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*********

logo

SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQATAAPAKQQAAAPAKQQAAAPSAKQTNIDFRKDGKNAGI I
NTDB id 328415 EGH16 RS00675 WP 003698035.1 .............AAPFTESVVSVSAPFSPAKQQA........................AASAKQTNIDFRKDGKNAGII 194
NTDB id 1115 OK783 RS00485 WP 003698035.1 .............AAPFTESVVSVSAPFSPAKQQA........................AASAKQTNIDFRKDGKNAGII 194
NTDB id 1092 CAD91899.1 1..2286( ) SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA........APAKQQAAAPAKQTNIDFRKDGKNAGII 232
NTDB id 1100 NMB RS09455 WP 002225652.1 SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQAAAPAKQQAAAPAKQQAAAPAKQTNIDFRKDGKNAGII 240
consensus *************!!!!!!!!!!!!!!!!!!!!!!******* * *******!!*!!!!!!!!!!!!!!!!!!

logo ELAALGFAGQPDI SQQHDHI IVTLKNHTLPTATLQRSLDVADFKTPVQKVTLKRLNNDTQL I ITTATGNWELVNKSAAPGYF
NTDB id 328415 EGH16 RS00675 WP 003698035.1 ELAALGFAGQPDISQQHDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTTGNWELVNKSAAPGYF 274
NTDB id 1115 OK783 RS00485 WP 003698035.1 ELAALGFAGQPDISQQHDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTTGNWELVNKSAAPGYF 274
NTDB id 1092 CAD91899.1 1..2286( ) ELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYF 312
NTDB id 1100 NMB RS09455 WP 002225652.1 ELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYF 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!

logo TFQVLPKKQNLESGGVNNAPKTFTGRKI SLDFQDVE IRTI LQI LAKESGMNIVASDSVNSGKMTLSLKDVPWDQALDLVMQ
NTDB id 328415 EGH16 RS00675 WP 003698035.1 TFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVSGKMTLSLKDVPWDQALDLVMQ 354
NTDB id 1115 OK783 RS00485 WP 003698035.1 TFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVSGKMTLSLKDVPWDQALDLVMQ 354
NTDB id 1092 CAD91899.1 1..2286( ) TFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQ 392
NTDB id 1100 NMB RS09455 WP 002225652.1 TFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQ 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!

logo ARNLDMRQQGNIVNIAPRDELLAKDKALFLQAEKDIADLGALYSQNFQLKYKNVEEFRS I LARLDNADTTGNRNTL IVSGRGS
NTDB id 328415 EGH16 RS00675 WP 003698035.1 ARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTLVSGRGS 434
NTDB id 1115 OK783 RS00485 WP 003698035.1 ARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTLVSGRGS 434
NTDB id 1092 CAD91899.1 1..2286( ) ARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILALDNADTTGNRNTLVSGRGS 472
NTDB id 1100 NMB RS09455 WP 002225652.1 ARNLDMRQQGNIVNIAPRDELLAKDKALLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTLISGRGS 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!*!!!!!



logo VL IDPATNTL IVTDTRSVI EKFRKL IDELDVPAQQVMIEAR IVEAADGFSRDLGVKFGATGKRKKLKNDETSAFGWGVNSGF
NTDB id 328415 EGH16 RS00675 WP 003698035.1 VLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGRKKLKNETSAFGWGVNSGF 514
NTDB id 1115 OK783 RS00485 WP 003698035.1 VLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGRKKLKNETSAFGWGVNSGF 514
NTDB id 1092 CAD91899.1 1..2286( ) VLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGF 552
NTDB id 1100 NMB RS09455 WP 002225652.1 VLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGF 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!

logo GGDGDKWEGAEQTKINLP I
V
A
TAAANS I SLVRAI SSGALNLELSASESLSKPTKTLANPRVLTQNRKEAKI ESGYE IPFTVTSTAIASGN

NTDB id 328415 EGH16 RS00675 WP 003698035.1 GGGDKWEAQTKINLPVAAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTTASG 594
NTDB id 1115 OK783 RS00485 WP 003698035.1 GGGDKWEAQTKINLPVAAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTTASG 594
NTDB id 1092 CAD91899.1 1..2286( ) GGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKIESGYEIPFTVTSIAN 632
NTDB id 1100 NMB RS09455 WP 002225652.1 GGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIAN 640
consensus !! !!! ! !!!!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*

logo GGNSSTNTELKKAVLGLTVTPNITPDGQI IMTVKINKDSPAQCASGNNQTI LC I STKNSLNTQAMVENGGTL IVGGIYEEDNNG
NTDB id 328415 EGH16 RS00675 WP 003698035.1 GGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNNTILCISTKSLNTQAMVENGGTLIVGGIYEENNG 674
NTDB id 1115 OK783 RS00485 WP 003698035.1 GGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNNTILCISTKSLNTQAMVENGGTLIVGGIYEENNG 674
NTDB id 1092 CAD91899.1 1..2286( ) GGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNG 712
NTDB id 1100 NMB RS09455 WP 002225652.1 GGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNG 720
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!! !!

<0

logo NTLTKVPLLGDIPVIGNLFKTRGKKTDRRELL I F ITPR I IMDGTAGNSLRYO
NTDB id 328415 EGH16 RS00675 WP 003698035.1 NTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIIDTAGNSLRY. 723
NTDB id 1115 OK783 RS00485 WP 003698035.1 NTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIIDTAGNSLRY. 723
NTDB id 1092 CAD91899.1 1..2286( ) NTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY* 761
NTDB id 1100 NMB RS09455 WP 002225652.1 NTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY. 769
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!!!
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