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NTDB id 328414 EGH16 RS00475 WP 276311212.1 ..........MGIQDV.KSQETFFPDKFPCRQGWIPARAQVSEAILLAEGQKSAVTEYYLNHGEWPKDNGAAGVASP.SD 68
NTDB id 1109 OK783 RS10670 WP 157147416.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQD.YTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGVASA.ST 78
NTDB id 1119 NGFG RS11465 WP 017147169.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQD.YTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGVASPPTD 79
consensus ***************!************!**!* **!!!!!!!!!!!!!!!!!!!!!!!!!!! !!**!**!!!!!* **

logo IKGKYVEKQEKSVTEVKANKGVVTAKQTML
ASSTGVNNKE IQKDGKKLSLWGAKRREQNDGSVKWFCGQPVKTRADTGDADADNADTDKVDDTVTDADTADVTADGKADNDGNGKNAEKI EDTKH

NTDB id 328414 EGH16 RS00475 WP 276311212.1 IKGKYVESVTVAKGVVTAKMASTGVNKEIKGKKLSLWARRQDGSVKWFCGQPVKRDDAAAKDDTVTDDATGNDGKIETKH 148
NTDB id 1109 OK783 RS10670 WP 157147416.1 IKGKYVQKVEVAKGVVTAQMASTGVNKEIQDKKLSLWAKRQDGSVKWFCGQPVTRTGDNDD......TVADANNAIDTKH 152
NTDB id 1119 NGFG RS11465 WP 017147169.1 IKGKYVKEVEVKNGVVTATMLSSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVTRADDDTV......ADAKDGKEIDTKH 153
consensus !!!!!! !*!**!!!!! !*!*!!!*!!**!!!!!!**!**!!!!!!!!!!!*! ** * !*!!!

logo LPSTCRDEKAHSSADATK
NTDB id 328414 EGH16 RS00475 WP 276311212.1 LPSTCRDKHSDT. 160
NTDB id 1109 OK783 RS10670 WP 157147416.1 LPSTCRDESSAT. 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 LPSTCRDKASDAK 166
consensus !!!!!!!* !**
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