
logo MNTLQKGFTL I ELMIV IA IVGI LAAVAMLPTADYPQDSYRTLARRAGQNVDSEAI LLAEGQKSAVTEYYLNNHGI
KWPAEKNDNGTASAGVASAPSPDSTDKTI

NTDB id 328405 EGH17 RS10810 WP 050154588.1 ...........................MPTDPDSRL.RGNDEAILLAEGQKSAVTEYYLNNGKWPADNGAAGVASS.DKI 51
NTDB id 1109 OK783 RS10670 WP 157147416.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGVASA.STI 79
NTDB id 1119 NGFG RS11465 WP 017147169.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGVASPPTDI 80
consensus ****************************!***!********!!!!!!!!!!!!!!!!!!!*!*!! *!**!!!!! * !

logo KGKYVKQEKVEVKANKGVVTATQML
ASSTGVNNKE IKQDGKKLSLWGARKREQADNGSVKWFCGQPVTRANTGDADDKNTDVDATDVTAAAAGNGDGKADKGNKNEAIDTKHL

NTDB id 328405 EGH17 RS10810 WP 050154588.1 KGKYVQKVEVAKGVVTAQMASTGVNKEIQGKKLSLWAKRQAGSVKWFCGQPVTRNDAKDDTVTAAAGNGGKNNAIDTKHL 131
NTDB id 1109 OK783 RS10670 WP 157147416.1 KGKYVQKVEVAKGVVTAQMASTGVNKEIQDKKLSLWAKRQDGSVKWFCGQPVTRTGDNDDTVA......DANNAIDTKHL 153
NTDB id 1119 NGFG RS11465 WP 017147169.1 KGKYVKEVEVKNGVVTATMLSSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVTRADDDTVADA......KDGKEIDTKHL 154
consensus !!!!!**!!!**!!!!!*!*!*!!!*!!**!!!!!!**!* !!!!!!!!!!!!! ** ***** ***!!!!!!

logo PSTCRDKEAHSDSDAATK
NTDB id 328405 EGH17 RS10810 WP 050154588.1 PSTCRDEHDAT. 142
NTDB id 1109 OK783 RS10670 WP 157147416.1 PSTCRDESSAT. 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 PSTCRDKASDAK 166
consensus !!!!!!* ***
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