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NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEAL..EVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDP 395
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREAL..QVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDP 395
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDL 64
NTDB id 1293 VP RS12240 WP 005479695.1 ................MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPEL 64
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSL 64
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ...MA.....LATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDI 72
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................MSVGLLRILVQNQVVTVEQAEHYYNES.QAGKEVLPMLFSDGVISPKSLAALIARVFSYSILDL 63
NTDB id 32834 DTPSY RS03795 WP 012655751.1 ...MAAIDTQKEAQPIALPGLARALMSVGKLDQKAAEEIYKKSQNSRSSFIAELTESKIITPSDLAHTVSTVFGAPLLDV 77
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ...MSAF.....TTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDL 72
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ...MSAL.....HTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDL 72
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NTDB id 1028 TT RS08215 WP 011173991.1 EEDPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFY 475
NTDB id 1306 DR RS10060 WP 027479822.1 IQNPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYF 470
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SRYDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLY 139
NTDB id 1293 VP RS12240 WP 005479695.1 SQYEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLY 139
NTDB id 1401 DSB67 RS12665 WP 010643259.1 NQYEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLY 139
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NCIDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLL 147
NTDB id 1110 NGFG RS09235 WP 003689817.1 RHYPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVG 138
NTDB id 32834 DTPSY RS03795 WP 012655751.1 DAIDRQRIPKDLLDVKLCQSYKVIALSKRNNRLIVATADPTFQEAAEKIKFTTQ.....MGVDWIIAEYDKLLRLIEAST 152
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GVFDPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHF 147
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DVYDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHF 147
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NTDB id 1028 TT RS08215 WP 011173991.1 GKAELS..E...............IAKEFAKKQAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQ 536
NTDB id 1306 DR RS10060 WP 027479822.1 GEKGFE..K...............LNKELAERNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVK 533
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GRSIQGAAN......QGKEISQDELANLVKV..SDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYR 211
NTDB id 1293 VP RS12240 WP 005479695.1 GRSLSHEKS......GLKEINQEELASLVDV..GADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYR 211
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GRSLGQEKS......GLKEINQDELAGLVDI..GEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYR 211
NTDB id 1251 GCO85 RS07725 WP 011946523.1 TAKESQ..GLSEYVEDSGDLE....GLEISAD.DEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYR 220
NTDB id 1110 NGFG RS09235 WP 003689817.1 SRSTSLLQELGEG........Q.........EEEESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNAR 201
NTDB id 32834 DTPSY RS03795 WP 012655751.1 KSGTETLDGINSS..NDFEFGDIPV......D.EAPDEDADNPAEVEDAPVVKFLHKMLLDAFNMRASDLHFEPYEHHYR 223
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VE..........E..THFNFDTEELDLDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYR 215
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AE..........E..SSFDFNDEEFDLDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYR 215
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NTDB id 1028 TT RS08215 WP 011173991.1 VRLRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYR..EGAIDVDLRLSTLPTVYGEKAVMRLLKKA 614
NTDB id 1306 DR RS10060 WP 027479822.1 VRYRIDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFK..KGSIDLDLRLSTLPTVYGEKAVMRLLQKA 611
NTDB id 1168 A1552VC RS11070 WP 000957200.1 IRLRCDGILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSS 290
NTDB id 1293 VP RS12240 WP 005479695.1 VRLRCDGILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSS 290
NTDB id 1401 DSB67 RS12665 WP 010643259.1 VRLRCDGILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSS 290
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IRYRQDGILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSG 299
NTDB id 1110 NGFG RS09235 WP 003689817.1 IRFRVDGQLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSD 281
NTDB id 32834 DTPSY RS03795 WP 012655751.1 VRFRIDGELREIASPPIAIKEKLASRIKVISRLDISEKRVPQDGRMKLKVGP.DRVIDFRVSTLPTLFGEKIVIRILDPS 302
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VRYRVDGVLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPA 294
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VRYRVDGVLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPS 294
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NTDB id 1028 TT RS08215 WP 011173991.1 SDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQ 694
NTDB id 1306 DR RS10060 WP 027479822.1 SNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNS 691
NTDB id 1168 A1552VC RS11070 WP 000957200.1 AANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPK 370
NTDB id 1293 VP RS12240 WP 005479695.1 SASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPK 370
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPK 370
NTDB id 1251 GCO85 RS07725 WP 011946523.1 AAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPK 379
NTDB id 1110 NGFG RS09235 WP 003689817.1 AASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDK 361
NTDB id 32834 DTPSY RS03795 WP 012655751.1 SAKLGIDALGYEPEEKERLLQAINRPYGMILVTGPTGSGKTVSLYTCLNLLNKPGVNIATAEDPSEINLPGVNQVNVNEK 382
NTDB id 1018 ACIAD RS01685 WP 004920473.1 SAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPK 374
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPK 374
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NTDB id 1028 TT RS08215 WP 011173991.1 AGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQ 774
NTDB id 1306 DR RS10060 WP 027479822.1 TGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQ 771
NTDB id 1168 A1552VC RS11070 WP 000957200.1 IGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQ 450
NTDB id 1293 VP RS12240 WP 005479695.1 IGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQ 450
NTDB id 1401 DSB67 RS12665 WP 010643259.1 IGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQ 450
NTDB id 1251 GCO85 RS07725 WP 011946523.1 AGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQ 459
NTDB id 1110 NGFG RS09235 WP 003689817.1 QGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQ 441
NTDB id 32834 DTPSY RS03795 WP 012655751.1 AGLTFAVALKSFLRQDPDIIMVGEIRDLETADISIKAAQTGHLVLSTLHTNDAPTTLTRMRNMGIAPFNIASSVILITAQ 462
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQ 454
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQ 454
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NTDB id 1028 TT RS08215 WP 011173991.1 RLVRRVCEHCKVEVKPDPET.LRRLGLSEAEIQ..GARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSAT 851
NTDB id 1306 DR RS10060 WP 027479822.1 RLVRRVCSECKQPTNADPEV.LRRLGISERDIR..GANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAA 848
NTDB id 1168 A1552VC RS11070 WP 000957200.1 RLARRLCKHCKIAVRPSALL.QSQFAFQPNEIL....YEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIH 524
NTDB id 1293 VP RS12240 WP 005479695.1 RLARKLCPYCKQPQEHTVQL..QHLGIQTTDNI....FRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVH 523
NTDB id 1401 DSB67 RS12665 WP 010643259.1 RLARKLCPYCRQPQEPNSQL..QHIGIANTEQI....FQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVH 523
NTDB id 1251 GCO85 RS07725 WP 011946523.1 RLARKLCNQCKAVRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSL 536
NTDB id 1110 NGFG RS09235 WP 003689817.1 RLLRRLCSSCKQEVERPSASALKEVGFTDEDLA.KDWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEV 520
NTDB id 32834 DTPSY RS03795 WP 012655751.1 RLARRLCPNCKAPVDIPHET.LLEAGYRDEEID.GSWVTYRPVGCSACN.NGYKGRVGIYQVMPVSEEIQRIILRDGSAL 539
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RLARRLCSQCKRPIQVPERS.LLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNAL 532
NTDB id 1058 ABD1 RS01615 WP 001274986.1 RLARRLCSQCKIPADIPKQS.LLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNAL 532
consensus !!*!**! !* *** * * ****** ** *****!! *! !!*!!******* ***** **** *****

logo

D
G
Q
E
L
I
K
R
L
A
E

R
A
D
E
K

A
I
Q
T
V
L
S
A
K
L
Q
Y
E
I
R

GEL
R
S
T
K
A

K
S
L
E
NGLVFMKLSVNQRDNSTI

L
F
Q
R
M
Q
E
R

A
D
SGI

L
H
L
Y
K
EKI

A
L
V

R
L
M
K
M
E
QGLVITTS IFLARSQEE I

L
V
T
L
N
Q

A
R
N
R
V
L
T
A
I
V
N
S
Y

S
D
F
E

NTDB id 1028 TT RS08215 WP 011173991.1 EIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 1306 DR RS10060 WP 027479822.1 EIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
NTDB id 1168 A1552VC RS11070 WP 000957200.1 QIERLAK.ANGMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 ELEKLAI.ANGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ELEKLAI.ANGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 DILKLAQ.SEGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 1110 NGFG RS09235 WP 003689817.1 GILDVAY.KEGMVDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 32834 DTPSY RS03795 WP 012655751.1 EIAEQAR.LEGVRSLRESGLHKAKMGLTSLEEVLAVTNE 577
NTDB id 1018 ACIAD RS01685 WP 004920473.1 EIAATAE.TLGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
NTDB id 1058 ABD1 RS01615 WP 001274986.1 EIAAASE.KLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
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X non conserved

X similar

X ≥ 50% conserved


