
logo MEQKGFTL I EMMIVVAI LG I I SV IA IPSYQSYI EKGYQSQLYTEMVGINNI
V
S
LKQF I LKNPLQDDNQDTI ILKSRKLERI FVSGYKM

NTDB id 1088 NMV RS07470 WP 173277181.1 MEQKGFTLIEMMIVVAILGIISVIAIPSYQSYIEKGYQSQLYTEMVGINNISKQFILKNPLDDNQTIKSKLERFVSGYKM 80
NTDB id 328333 EGH18 RS02740 WP 169577278.1 MEQKGFTLIEMMIVVAILGIISVIAIPSYQSYIEKGYQSQLYTEMVGINNVLKQFILKNPQDDNDILKSRLEIFVSGYKM 80
NTDB id 1140 NGFG RS02440 WP 025455870.1 MEQKGFTLIEMMIVVAILGIISVIAIPSYQSYIEKGYQSQLYTEMVGINNVLKQFILKNPQDDNDILKSKLEIFVSGYKM 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!*!!!***!!*!!*!!!!!!!

logo NPKIAEKKYNSVSVHRSFVNDKAEKPRAYSRLVGVPKNTAGTGYTLSVWMNSVGDGYKCRDAATSARQAVHYLETLSSADNVTGCEAFSNRKK
NTDB id 1088 NMV RS07470 WP 173277181.1 NPKIAEKYNVSVHFVNKEKPRAYSLVGVPKTGTGYTLSVWMNSVGDGYKCRDAASARAHLETLSSDVGCEAFSNRKK 157
NTDB id 328333 EGH18 RS02740 WP 169577278.1 NPKIAKKYSVSVS.VDAEKPRAYRLVGVPNAGTGYTLSVWMNSVGDGYKCRDATSAQVYLETLSANTGCEAFSNRKK 156
NTDB id 1140 NGFG RS02440 WP 025455870.1 NPKIAKKYSVSVRFVDAEKPRAYRLVGVPNAGTGYTLSVWMNSVGDGYKCRDATSAQVYLETLSANTGCEAFSNRKK 157
consensus !!!!!*!!*!!! *!**!!!!!!*!!!!!**!!!!!!!!!!!!!!!!!!!!!!*!!***!!!!!***!!!!!!!!!!
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