
logo MNTLQKGFTL I ELMIV IA IVGI LAAVALPAYQDYTARAQVSEAI LLAEGQKSAVTEYYLNHGI
KWPEKDNNTSAGVASAPPSTDTI

NTDB id 328314 EGH20 RS12635 WP 003697861.1 ................................................................................ 0
NTDB id 1109 OK783 RS10670 WP 157147416.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGVASA.STI 79
NTDB id 1119 NGFG RS11465 WP 017147169.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGVASPPTDI 80
consensus ************************************************************** ** ******** * *

logo KGKYVKQEKVEVAKKNGVVTAQTML
ASSTGVNNKE IQKDGKKLSLWGARKREQNDGSVKWFCGQPVKTRAETDGSNDDNADTVDTADVTADGTDGAADKADNNGKNTAEKI EDTKHL

NTDB id 328314 EGH20 RS12635 WP 003697861.1 ..................MASTGVNKEIKGKKLSLWAKRQDGSVKWFCGQPVKRESNNADAVTADGTDGANGTKIETKHL 62
NTDB id 1109 OK783 RS10670 WP 157147416.1 KGKYVQKVEVAKGVVTAQMASTGVNKEIQDKKLSLWAKRQDGSVKWFCGQPVTRTGDNDDTV......ADANNAIDTKHL 153
NTDB id 1119 NGFG RS11465 WP 017147169.1 KGKYVKEVEVKNGVVTATMLSSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVTRADDDTVAD......AKDGKEIDTKHL 154
consensus ***** *** ***** !*!*!!!*!!**!!!!!!**!**!!!!!!!!!!!*! ** *** * * !*!!!!

logo PSTCRDKEASSDAAGTCKI ETPRADFKHFQKI SRYR I LPESRQMAGKQR
NTDB id 328314 EGH20 RS12635 WP 003697861.1 PSTCRDESSAGCIETPRADFKHFQKISRYRILPESRQMAGKQR 105
NTDB id 1109 OK783 RS10670 WP 157147416.1 PSTCRDESSAT................................ 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 PSTCRDKASDAK............................... 166
consensus !!!!!!**!**
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