
logo MKHYALL I SFLALSACSQGSSEDLNEWMAQTRREAKAE I IPFQAPTLPVAPVYSPPQLTGPNAFDFRRMETADKKGENAPDT
NTDB id 328268 EGH20 RS00660 WP 124723892.1 MKHYALLISFLALSACSQSSEDLNEWMAQTRREAKAEIIPFQAPTLPVAPVYSPPQLTGPNAFDFRRMETAKKGENAPDT 80
NTDB id 1101 NMB RS09450 WP 002214522.1 MKHYALLISFLALSACSQGSEDLNEWMAQTRREAKAEIIPFQAPTLPVAPVYSPPQLTGPNAFDFRRMETDKKGENAPDT 80
consensus !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!

logo KRIKETLEKFSLENMRYVGI LKSGKQKVSGF I EAEGYVYTVGVGNYLGQNYGR I ES ITDDS I IVLNEL I EDSTGNWVSRKAE
NTDB id 328268 EGH20 RS00660 WP 124723892.1 KRIKETLEKFSLENMRYVGILKSGKKVSGFIEAEGYVYTVGVGNYLGQNYGRIESITDDSIILNELIEDSTGNWVSRKAE 160
NTDB id 1101 NMB RS09450 WP 002214522.1 KRIKETLEKFSLENMRYVGILKSGQKVSGFIEAEGYVYTVGVGNYLGQNYGRIESITDDSIVLNELIEDSTGNWVSRKAE 160
consensus !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!

logo LLLNSSDKNTEQAAAPAAEQN
NTDB id 328268 EGH20 RS00660 WP 124723892.1 LLLNSSDKNTEQAAAPAAEQN 181
NTDB id 1101 NMB RS09450 WP 002214522.1 LLLNSSDKNTEQAAAPAAEQN 181
consensus !!!!!!!!!!!!!!!!!!!!!
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