
logo MCTRKQQGFTLTELL IVMAIAAIMATIALPNMSGWIASRR IASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGAPSN
NTDB id 328086 EGH11 RS02725 WP 041421240.1 MCTRKQQGFTLTELLIVMAIAAIMATIALPNMSGWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGASN 80
NTDB id 1136 NGFG RS02420 WP 003687912.1 MCTRKQQGFTLTELLIVMAIAAIMATIALPNMSGWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGAPN 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!

logo NRCDFSKKGRWGMLAFGDKNDGNKAYDGNDATTVDVFLRSVVLNDTDDSR INYATFNHIAFGSSQPKTADRVVWTFNQNGTFGYLPD
NTDB id 328086 EGH11 RS02725 WP 041421240.1 NRCDFSKKGWGMLAFGDKNDNKAYDGDATDVFLRSVVLNDTDDSRINYTFNHIAFGSSQPKADRVVWTFNQNGTFGYLPD 160
NTDB id 1136 NGFG RS02420 WP 003687912.1 NRCDFSKKGRGMLAFGDKNGNKAYDNDTVDVFLRSVVLNDTDDSRINYAFNHIAFGSSQPTADRVVWTFNQNGTFGYLPD 160
consensus !!!!!!!!! !!!!!!!!! !!!!! ! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !!!!!!!!!!!!!!!!!!!

logo QNLKDNNSKFVYSDGYIQIVLTDARAVSDADKKFRSAVVL INSSGRVEVCRKNDTRAVCKH
NTDB id 328086 EGH11 RS02725 WP 041421240.1 QNLKNNSKFVYSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCRKNDTRAVCKH 220
NTDB id 1136 NGFG RS02420 WP 003687912.1 QNLKDNSKFVYSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCRKNDTRAVCKH 220
consensus !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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