logo

NTDB id 328074 EGH11 RS00325 WP 124693316.
NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 328074 EGH11 RS00325 WP 124693316.
NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 328074 EGH11 RS00325 WP 124693316.
NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 328074 EGH11 RS00325 WP 124693316.
NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 328074 EGH11 RS00325 WP 124693316.
NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 328074 EGH11 RS00325 WP 124693316.
NTDB id 1090 CAA90909.1 1..3114( )
consensus

logo

NTDB id 328074 EGH11 RS00325 WP 124693316.
NTDB id 1090 CAA90909.1 1..3114( )
consensus

RRUFRTALYARIL FSHT A AT R E N ONSRERGE s

MNKTLKRRVFRHTALYAAILMFSHTGGGGAMAQT WYAIIMNERRQIFE VKRG QYRINE SEAITESHT S QRN S
MNKTLKRMVFRHTALYAAILMFSHTGGGGAMAQTEM(YAIIMNERNQ EVKENGQYSHSWIMKDKINRERISFI N4y [clcaumm
NN PELLLL kbl 10 P N *  kkk

oy TS AV TATYL A o AT LACYAY o o P
U R S R R

MUK LR g A g i

QUL AKIN GRILDRH SRENSPIYKLKD PWLGVSFNLGREETINKDG SEE LISSFPEN
| [WLAK)Y GELDRHJ BISRENSPIYKLKDREIPWLGVSFNLGEEWTWKDG Sigy LISSFEE[NES
* Dok D0 Dkxx D DDDDDIDIDIxDDDDLEDIE] [

IST

E?DG@EE_H AYYLNAKLHLLDKKGKTVLGLLNFW §
TG S LEIWISAELIT A AYYLNAKLHLLDKKG?E?{AS?T?YD%?TL IZRMEATVR. . . R ELLNFYAT K

ol LLL Pk | okok skk ok 1L

e B

P WKAPSPALTAPALWFGPV[ARGKJAMYSASVSTYPSSSSRI LQJAL
IZNIAKAPSPALTAPALWFGPVISYGKINAMYSASVSTYPPISSSSRI LQNL
Phsk D00kl LU LLEEER Lt rrrrrrrrtd ]

i

QN VMT
QW VET
1ok

[ NN

—

Wi
!

i

INTQ
ISRK

N ETIERN

%
4

S e e e e e L
SRR MR SRk B

I b SR el ) i LR

N  JYDBINF KPF NRYUNIGK QRIK [0y SQKYRMRTKED|)NDISERINLGDIVNSPIVAVBIEYLAT GMVH ' FKIBGEND[0[RI
¢ BIDIAF KIVE NI NN KIRNY S QK YRERIEADIYNICY *RYLGDIVNSPIVAV[EGAYLAT GMVH FK[BG{EDISRS]
1 Iox | % ] ] ] [

* % [ [ Frrrrr bkxsx! | x1 1

80
75

160
153

240
231

319
308

399
388

477
468

557
543



VLY T ool ARG FER R\ ke e A R

NTDB id 328074 EGH11 RS00325 WP 124693316.1 MEIREENERAEUNINNQY F DD BLAK RTFAEKGYVGDRYGVDGGFVLR TDEQDR IQAFMEGAMGFGGRGA 637
NTDB id 1090 CAA90909.1 1..3114( ) YRILKLSY IPGTMPRISENR] N} NN, WLAK RTFAEKGYVGDRYGVDGGFVLR DIERYEQN WFMFGAMGFGGRGA 617
] EERE ]

consensus B 3 S R N I U S T O o I A A B * [ T T T T A Y A A |

W D T A DD

NTDB id 328074 EGH11 RS00325 WP 124693316.1 [INWINENAINSENENEENERIES)GDIEIEK ILGYTVGTPQIGKT WNGKYAAFLASGYAMK I [RSDNWTALYVYDJEEEATS
NTDB id 1090 CAA90909.1 1..3114( ) YALDL KIADESPDET VS FDVKDRLENNGNNRVIEELGYTVGTPQIGKTEINGKYAAFLASGYANK I  SEDNJATALYVY DS
Tkl 11 T 1l

consensus rrrrrn

gt R LSS LKL DA IR RSl i T T

NTDB id 328074 EGH11 RS00325 WP 124693316.1 |RKDTL .GTPijA)GRAANeIeeeINSIcizunMANN @RI T AR A Ne DN AeIes RUNAAZIDNNSIN S DRI K| 1451 A NS A NRZH Y€ Q0 V.0 20 G 795
NTDB id 1090 CAA90909.1 1..3114( ) LEGNGENN INKIEVI3GGKGGLSSPTLVDKDLDGVDIAYAGDRGGNMYRFDLSSNDP [MWS) WIFEGTKPITSAPA S 775
* | Il

consensus | * L T O O O O T e o i e i i e O O B A A O O A [

O Ol il

NTDB id 328074 EGH11 RS00325 WP 124693316.1 RiMADIGARIIEINERINTE BNV G THQRNEREETBINK PIV N VK VT N GCEERRIISE . . BYE 1B INNEARGEEEDE 873
NTDB id 1090 CAA90909.1 1..3114( ) NLDKRVVIFGTGSDLSERD VY BQYIYGIFDDDEN TUXEBRE GGGLLEQVLEH TIRFITDYLREDEE@N 855
! * * 1 U !

consensus DorLrr et R FULITLTLIT okl 11 L1 x

s AT ML T e

NTDB id 328074 EGH11 RS00325 WP 124693316.1 [QIAAAGRREC EANARMGMNARNMVIAMBENQIND . GG[efervyw:uaNean uwvolele: ARNP RESVNANARARHD . SYFNANESIE:EIGATAG 951
NTDB id 1090 CAA90909.1 1..3114( ) GWVVKL  G[NRVTVKPTVVLRTAFVTIRIKVJRTIACGAETAILGINTADGGIMLT SARPIVP NTEVAQYSGHKK[ENY 935

consensus PUTE TRkl DLDDEDU PT P D .t % DLUTUTET DT D TED T hak DL U Db bkk & LOLLTTTT]

S ———

R PELLET LT Dk lskoskok

logo

i VR AR TR 5 [P R A LN

NTDB id 328074 EGH11 RS00325 WP 124693316.1 [EERBRNEGNIWIINSK TGNV OARNAAGNNNT Ejplesanyny:uleipy:Neieiienn) =y e P QNGNS K I(eA AN NNiIpIe 1031
NTDB id 1090 CAA90909.1 1..3114( ) GKS PIGCMNKE)VCPNGYVYDKPVNVRYLDEYSYTDGFSTTADGDAGGSGIDPAG R GKNNRCFS[ENKGVRTLLMNDLmiesRs

consensus [ N T I A A | [ T T T I A | T o O B e e T T T A A R A

<0

BT A R

NTDB id 328074 EGH11 RS00325 WP 124693316.1 [DISIRMDRNNGIZM(CGICANQARCAANDSE . 1053
NTDB id 1090 CAA90909.1 1..3114( ) DSLDITGPHCG KR SWREVF LKy
consensus rrrrrrrr Pkl bk PR




(>4 S

non conserved
similar
>50% conserved



