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NTDB id 32804 STH8232 RS07720 WP 014621862.1 80
NTDB id 300 STER RS07485 WP 011681496.1 80
NTDB id 521 SMSK321 RS04960 WP 000443804.1 AME IIEKIKEYKIIVICTGLGLLVGGFFLLKPAPJITPR 71
NTDB id 493 SM12261 RS04300 WP 000387351.1 . 71
NTDB id 153 SP RS04730 WP 000387344.1 AMEATIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPR K 71
NTDB id 263 KZH43 RS04195 WP 000387330.1 AMEAITIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPR 71
NTDB id 222 SPD RS04535 WP 000387330.1 NMEAITEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPR 71
NTDB id 188 SPR RS04295 WP 000387330.1 AMEATIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPR 71
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NTDB id 32804 STH8232 RS07720 WP 014621862.1 SKNNRUARCEYNYV NIZEARITINK ACHNAY Tb] VRN ELNeIe My DM SR IW A S0l ENRINAY A NJMDIAN VS VLD[RERETIEQ VSDKG 160

NTDB id 300 STER RS07485 WP 011681496.1 TVDVKGAVERIPG 'YRNL)@AG  RVENDYY 'QIXAGG 'TEAD | KS 'NLAELS] SDEIX Y VERUKINERRSAANY () T GG aAusIICY 160
NTDB id 521 SMSK321 RS04960 WP 000443804.1 DLITVDVKGAVKSPGIYDLSVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEE PE\SHQLIT GEIG B A 145
NTDB id 493 SM12261 RS04300 WP 000387351.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEARISHEQ QEGI3G _—_ i 145
NTDB id 153 SP RS04730 WP 000387344.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAWSHQQT GEIG 1] 145
NTDB id 263 KZH43 RS04195 WP 000387330.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEANSHQQT GING s ] 145
NTDB id 222 SPD RS04535 WP 000387330.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEANSHQQT GING il 145
NTDB id 188 SPR RS04295 WP 000387330.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEANSHEQQT GG . 1] 145

consensus rrrrrrnd Pl b Dok Do 1 Do | ! ! [N *

s AL MLEEL KD ent RO TELS | o A

NTDB id 32804 STH8232 RS07720 WP 014621862.1 231
NTDB id 300 STER RS07485 WP 011681496.1 Q Q 231
NTDB id 521 SMSK321 RS04960 WP 000443804.1 JRSSI¥SK KK NLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 ASSWSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 153 SP RS04730 WP 000387344.1 ASSINSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 ASS SKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 222 SPD RS04535 WP 000387330.1 ASS SKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
NTDB id 188 SPR RS04295 WP 000387330.1 ASS SKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 216
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