logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1334 RAOC RS04870 WP 004918236.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1313 DR RS12030 WP 010888966.1
32803 GEOB RS05550 WP 012646204.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

MK ngEuKKD%EgEKAL@éABB

.MAKK...PKKLEEISKKFGA IMRLG

.MAKK...PKKLEEISKKFGA IMRLG
.MAKK...PKKLEEISKKFGA IMRLG
.MAKK...PKKLEEISKKFGA IMRLG
.MAKK...PKKLDEISKKFGA IMRLG

MAKK...PKKLDEISKKFGA IMRLG
.MAKR...IKKTEEITKKFGD MRLG
.MAKK...LKKNEEITKKFGD MRLG

................... M LG
MA.........KTETT M LG
.................. KIFGKG IMRLG
................ I KYFGKGR WRLG

1 KYFGKGH MRLG

.................. IEKNFGKGE\IM

.................. IEKBJFGKGINIM
.................. IEKBJFGKGI\IM

el ) B

MATKK...KTNFDDITKKYGABRD//:NRADINSA LENNAD A CISIRUIANE

OB

NN I XD HHDDIDI >

nmnnnnnnnnniksln n ks N N 0 NN NN n

LD

LD
LD

Y
L

iALGIGGYP
E

NN

(]

L | ok

vV
I



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1
269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1
194 SPR RS08825 WP 001085462.1
159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
408 SMU RS09530 WP 002262392.1
453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1334 RAOC RS04870 WP 004918236.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1313 DR RS12030 WP 010888966.1
32803 GEOB RS05550 WP 012646204.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

1

EIYGPESSGKTT

EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
E YGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT

EIYGPESSGKTT

FPEINEINE

e P IR

10Tl o A e e ) BT

EIYGPESSGKTT

ANOKHGGINAF IDAEHALDPRY AINALGVN
ANNGKRGGINAF IDAEHALDPRY AINALGVN
ANOKRGGINAF IDAEHALDPRY AINALGVN
ANNQKRGCINAF IDAEHALDPRY AINALG VN
ANNGKEGGINAF IDAEHALDPRY AINALGVN
ANOKIHGGINAF IDAEHALDPRY AINALGVN
ANNQKNGGINAF IDAEHALDPIY AFNALGVN
ANNOKGGINAF IDAEHALDPRY AINALGVN
ARUOFNGGMAF IDAEHALDPYY AMALGVN
APRYQKNGGA IDAEA DPESY ApNLGVN
ARINQKNYG GpNAF IDAEH ARIDERY AINSLG N
A KNG GUEAF IDAEHALDYRSY ARSYL GV N|
AASQ KRG GYL8AF IDAEHALDYgsIY ARSIL GV
AN KNG GUf8AF IDAEHALDYESIY ARSIL GV
ANQKIGGYReAF IDAEHALDPYY ARFAL GV N
AN KINSCIPNAF IDAEHALDIREY AISAL GV
AN K(ERFIREAF IDAEHALDPYYY ARNLGVN|
\[¢AF DAEHARGDPYY AYAL G VS
\{6AF DAEHAJDP\YY ARYAL G V)Y
\[§AF DAEHAIDPYY ARYAL G Vi
WOAFTDAEHALDEMYY APYAL G VIY

INSAFIDAEHALDPNYAIRSLGV
INSAFIDAEHALDP[NYAIRSLGV

Plsksksksksk ook 11

SQPD
SQPD
SQPD
SQPD
SQPD
SQPD
SQPD
QPD
SQPD
SQPD
SQPDYGEQALEIN
SQPDRGEQALEIN
SQPD GEQALEIM
SQPD GEQALEIM
SQPDIGEQALETY
SQPD GEQALEI
SQPDGEQALEI#
GEQALEI[®
GEQALETI[®
GEQALEI[®
GEQALEIN
GEQALEI®
GEQALEI®
GEQALEIpN
SQPDEIGEQALEIN
SQPDNGEQALEIN
EEIEE

A%LXBS.AYD%

156
155
155
155
155
155
155
155
155
140
142
150
141
143
143
154
141
158
142
142
142
150
141
141
141
141
141



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1
269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1
194 SPR RS08825 WP 001085462.1
159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
408 SMU RS09530 WP 002262392.1
453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1334 RAOC RS04870 WP 004918236.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1313 DR RS12030 WP 010888966.1
32803 GEOB RS05550 WP 012646204.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

1

DDV vl

DSVAALVPKAEI
AETI
AET
AETI
AETI
VDSVAALVP AETI
VDSVAALVP AETI
VDSVAALVP AETI
VDSVAALVP
VDSVAALVPKAEI
VDSVAALVP AETI
VDSVAALWPKAET
VDSVAALWPKAET
VDSVAALWPKAET

DSVAALVPKAET
VDSVAALEPKAET
VDSVAALVPKAET
VDSVAALVPKAEI
VDSVAALVPKAET

DSVAALVPKAET
VDSVAALEPKAEI

WPKAET
VDSVAALVPKAET

50, v G Sl ol

G MGDSHVGLQAR
GDIGDSHVGLQAR
GDIGDSHVGLQAR
GDIGDSHVGLQAR
GDE{GDSHVGLQAR
GDIGDSHVGLQAR
GDEGDSHVGLQAR
GDI{GDSHVGLQAR
GDE{GDSHVGLQAR
GDMGDSHVGLQAR
G MGD HVGLQAR
GDMGDS GLEIAR
GDMGDEHVGLQAR
GDMGD[NHVGLQAR
GDMGD[HVGLQAR
GDMGDSPGLQAR
G MGDSH GLQAR
GDMGDSH GLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
G MGD MEGLQAR
G MGDSH GLQAR
G MGDSH GLQAR
G MGD HVGLQAR
G MGDSH GLQAR
G MGDSH GLQAR

kb bkl Pk sk Dk b D sesksk % kk k%

ISTIPAIEINQ

A F

NN

\
S

afiG

235
234
234
234
234
234
234
234
234
219
221
229
221
223
223
233
220
237
221
221
221
229
220
220
220
220
220



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
408
453
115
625
1334
1245
1211
1214
1313
3280
1389
1130
1124
1123
1427
1165
1142
1205
1022
1074

consensus

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1
RAOC RS04870 WP 004918236.1
Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1

DR RS12030 WP 010888966.1
3 GEOB RS05550 WP 012646204.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
PSJM300 05545 AFN77183.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1

R
R
R
R
R
R
R
R
R
R
R
R
R
R
R
R
R
R

I
I
I
I
C
T
T....
T....
I
T
T
T
I
I

SLSDTEKIKDKSGEV
TL.KQN
SL.KQN

EP
QH

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF

K VVKNKVAPPF

K VVKNKVAPPF
KIVKNKVARPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AﬁPF
KVVKNK AHPF
KVVKNKVAPPF
KVVKNK APPF
KVVKNK APPF

RN

e

IM GEGISERNGEL
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IHYGEGIS
IMYGEGIS
IMYGEGIS
IMYG GIS
IMYGEG S
M GEG S
IM GEGIS
IM GEGIS

EE R N * %k

MRt AN Rl VB e B

RGSTKIEEGS.
IMGNTQIKETG .
IMGNTQIKETG.
IMGNTQIKETG.
IMGNTQIKETG.
IMGSTQIKETG.
IMGSTQIKETG .
IMGNTQIKETG.
IMGTTQIKETG.

UUUUUU!XXD‘\'!XX!XK‘ZXZ
< < <

O0DO0OUoO0D0oo0oOHOQ

|k
AR

314
313
313
313
313
313
313
313
313
294
296
309
296
298
298
309
295
312
296
296
296
304
295
295
295
295
295



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
408
453
115
625

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1

BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

1334 RAOC RS04870 WP 004918236.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1313 DR RS12030 WP 010888966.1
32803 GEOB RS05550 WP 012646204.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1

1124
1123
1427
1165
1142
1205
1022

NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1

A1552VC RS01565 WP 000344154.

GTF74 RS11550 WP 000344154.1
PSJM300 05545 AFN77183.1
ACIAD RS06390 WP 004925639.1

1074 ABD1 RS10195 WP 000344167.1
consensus

Q el EE 5

IDGEEVSEQDTENKK
IDGEEVSEQDTENKK
IDGEEVSEQDTENKK
IDGEEVSEQDTENKK

[CRoNoNoNo o]

IEEDNTEEKQSSKEK
LEESEEESAMAVASE
DNNGVVQQQAEETQEJL .EFE.E
SDVPEEDLPTTEDE.QI.NILPDDST

= 0TI N N N N N N N

IMEHLEMTPMGAV . TLAEEVEE
IMEMLLNPENMQLIAETSSAAD
IMEMLLNPENMQLIAETSSAAD
IJAKLLETSANTKATPVAEDLA
IMEQLLTKASDQTAA.HDETEE
IMEQLLTTGTNGAVQ.I.EDEE

. .PKKEEA.
. .PKKEEA.
. .PKKEEA.

.PKKEEA.

: EnELBKEEA WYEEEV LPLeDELEIELE
LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED .......
.VNEEVPLDLGDELEIEIE
.VNEEVPLDLGDELEIEIE
.VNEEVPLDLGDELEIEIE
.VNEEVPLDLGDELEIEIE
. .VNEEVTLDLGDELEIEIE

.VNEEVTLDLGDELEIEIE
. .ADKNLVLELDDTIELED.

.. TDDLALDLDNGIEIED.

387
387
387
387
387
383
383
383
378
348
355
343
343
347
347
363
333
372
348
348
348
352
354
354
347
349
349



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1334 RAOC RS04870 WP 004918236.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1313 DR RS12030 WP 010888966.1
32803 GEOB RS05550 WP 012646204.1
1389 A4U84 RSO07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

387
388
388
388
388
384
384
383
378
348
355
343
343
347
347
363
333
372
348
348
348
352
354
354
347
349
349

MEmmmE. m

X non conserved
B similar
> 507 conserved



