
logo MNNL IKINLLPYREEMNKRKQQQFKTLMYGAVLTGVAAVAATYLF IDNMINKNQSEKRNTLLE I
TS IAHLDTELSE IQKLKQE

NTDB id 328028 EGH15 RS00670 WP 003687354.1 MNNLIKINLLPYREEMNKRKQQQFKTLMYGAVLTGVAAVAATYLFIDNMINKQSEKNTLLEISIAHLDTELSEIQKLKQE 80
NTDB id 1093 KZH42 RS10320 WP 002214520.1 MNNLIKINLLPYREEMNKRKQQQFKTLMYGAVLTGVAAVAATYLFIDNMINNQSERNTLLETSIAHLDTELSEIQKLKQE 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!! !!!!!!!!!!!!!!!!!!

logo KDAFL IKKNKI EGELQI
LKRLQAAKI LDSLNEAVPGSTYLTSLDAVTADSYRLSGRTSSDNRVAAMMRAMPNTGI FKQPELL

NTDB id 328028 EGH15 RS00670 WP 003687354.1 KDAFLIKKNKIGELQIKRLQAAKILDSLNEAVPGSTYLTSLDAVTADSYRLSGRTSSDNRVAAMMRAMPNTGIFKQPELL 160
NTDB id 1093 KZH42 RS10320 WP 002214520.1 KDAFLIKKNKIEELQLKRLQAAKILDSLNEAVPGSTYLTSLDAVTADSYRLSGRTSSDNRVAAMMRAMPNTGIFKQPELL 160
consensus !!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo S IKKNNSHQEFTLQATLQP IVKAAESKENPASGNAQEAN
NTDB id 328028 EGH15 RS00670 WP 003687354.1 SIKKNNSHQEFTLQATLQPIVKAAESKENPASGNAQEAN 199
NTDB id 1093 KZH42 RS10320 WP 002214520.1 SIKKNNSHQEFTLQATLQPIVKAAESKENPASGNAQEAN 199
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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