
logo

MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAGEAAER
NTDB id 32783 CTN RS00445 WP 012644981.1 ..................................................................................... 0
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAGEAAER 85
consensus *************************************************************************************

logo

VESAKEAVAETVGEAVGQVQEAVATTEEHKL
MGLWAFADFRLKKQGLAQKSTKRDAKFMAFGKKSLVAVGSLVFLGKGGKKQI

L
D
G
D
E
D
E
L
T
R
YEEKLEETLVL IQTAGDMVGI

MEATTEY
NTDB id 32783 CTN RS00445 WP 012644981.1 ..............................MGLFDFLKKGLQKTKDAFFGKVVSLLKGKKLDDETREKLEELLIQADVGIETTEY 55
NTDB id 1118 NGFG RS11455 WP 003696286.1 VESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLITGDMGMEATEY 170
consensus *******************************! !! !! !**! * * ! * ** ! !! *!! *!*!*! !!!

logo

I
L
L
M
E
K
D
R
L
V
E
R
E
G
K
R
VSLKGLKDGNAELERGALKREATLLYDE I

L
I
L
K
N
PF
L
D
E
K
T
A
P
LL
V
L
N
E
P
E
P
D
T
K
N
E
PPFVIMTLVAVGI

VNGATGKTTSCIGKLAKMYFAQADQRGKSVLVLAAAGDT
NTDB id 32783 CTN RS00445 WP 012644981.1 ILERLEEK.......DGNALE.ALRETLLEILN.FDTA.LNEPDNPPFVITVVGVNGTGKTTSCGKLAKMFADRGKSVVLAAADT 130
NTDB id 1118 NGFG RS11455 WP 003696286.1 LMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDT 255
consensus ** * ********!!! ! *!!*! ! *** * * *** ** *!!!! * !*!! !!!!!*!!!!! ! !!!!*!!!*!!

logo FRAAAI
REQLKQALWGDGRNVGNAVTVIASHQSTETGADPSAAVACFDAVQSAHAKLARGNI

KDI
VVI

L
A
IDTAGRLHPTKQKLHNLMEE I

L
K
RKVHKRVI

L
K
QKAKIPEGAPHE I

V
I
L

NTDB id 32783 CTN RS00445 WP 012644981.1 FRAAAIEQLKLWGDRVGATVIAHSEGADPAAVAFDAVSHALARNKDVVIIDTAGRLHTKKNLMEELRKVHRVIKKKIPEAPHEVL 215
NTDB id 1118 NGFG RS11455 WP 003696286.1 FRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEII 339
consensus !!!!! !!! !! ! !!! ** !*!*!!!*!!!! *! !! !*!* !!!!!! ! *!!!!**!!*!!* ! !! !!!!**

logo

L
VVI

LDANTI
TGQNAGLVNVQAVKAVFDKDALVDGLVTGI

L I LVTKLDGTAKGGI LVALAI
LAKSDELRGP I

VP I
V
K
R
F
Y
I
VGVGEGKEIDDLKRPFDAPNRAFVDEAVLLDSE

NTDB id 32783 CTN RS00445 WP 012644981.1 LVIDATTGQNGLVQAKVFKDAVDVTGIILTKLDGTAKGGIVLAIAKELGIPIKFVGVGEKEDDLKPFDPNAFVEVLLSE 294
NTDB id 1118 NGFG RS11455 WP 003696286.1 VVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD. 417
consensus *!*!! !!!** ! ! ! !!* *!!*!*!!!!!!!!!!!* !*! * **!****!!!! !!!*!!!* !!!* !! *

X non conserved

X similar

X ≥ 50% conserved


