
logo MKKKLLNYL I LLACLATVSVSCSGSAQAAVLGDDYPFSWKYGGFGVDPWTMYWRQCTSFAAYRLSNTNGFTLP IGYGNAI
NTDB id 32773 STH8232 RS00285 WP 011680595.1 MKKKLLNYLILLACLATVSVSCSGSAQAAVLGDDYPFSWKYGGFGVDPWTMYWRQCTSFAAYRLSNTNGFTLPIGYGNAI 80
NTDB id 318 STER RS00295 WP 011680595.1 MKKKLLNYLILLACLATVSVSCSGSAQAAVLGDDYPFSWKYGGFGVDPWTMYWRQCTSFAAYRLSNTNGFTLPIGYGNAI 80
NTDB id 350 STU RS09750 WP 011225268.1 MKKKLLNYLILLACLATVSVSCSGSAQAAVLGDDYPFSWKYGGFGVDPWTMYWRQCTSFAAYRLSNTNGFTLPIGYGNAI 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TWGNIARANGHYRVDMNPAVGS IAWFSAGVNGAGHMGHVAWVAEVHGDQVTI EEYNYDAGQGPEKYHKRSFHKSQVSGYIH
NTDB id 32773 STH8232 RS00285 WP 011680595.1 TWGNIARANGYRVDMNPAVGSIAWFSAGVNGAGHMGHVAWVAEVHGDQVTIEEYNYDAGQGPEKYHKRSFHKSQVSGYIH 160
NTDB id 318 STER RS00295 WP 011680595.1 TWGNIARANGYRVDMNPAVGSIAWFSAGVNGAGHMGHVAWVAEVHGDQVTIEEYNYDAGQGPEKYHKRSFHKSQVSGYIH 160
NTDB id 350 STU RS09750 WP 011225268.1 TWGNIARANGHRVDMNPAVGSIAWFSAGVNGAGHMGHVAWVAEVHGDQVTIEEYNYDAGQGPEKYHKRSFHKSQVSGYIH 160
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FKDLESGTQNGRNPTNSS IKVGDSVRFTGTFRVTSVSGNTITSQDLAGGTPTKHNIVDPSPVLEVDAQGNPTSDQYLNPGE
NTDB id 32773 STH8232 RS00285 WP 011680595.1 FKDLESGTQNRNPTNSSIKVGDSVRFTGTFRVTSVSGNTITSQDLAGGTPTKHNIVDPSPVLEVDAQGNPTSDQYLNPGE 240
NTDB id 318 STER RS00295 WP 011680595.1 FKDLESGTQNRNPTNSSIKVGDSVRFTGTFRVTSVSGNTITSQDLAGGTPTKHNIVDPSPVLEVDAQGNPTSDQYLNPGE 240
NTDB id 350 STU RS09750 WP 011225268.1 FKDLESGTQNGNPTNSSIKVGDSVRFTGTFRVTSVSGNTITSQDLAGGTPTKHNIVDPSPVLEVDAQGNPTSDQYLNPGE 240
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TFTIPGNFKVLAIDPPSDGI LVQIGNLKTWVTQSVLEKI
NTDB id 32773 STH8232 RS00285 WP 011680595.1 TFTIPGNFKVLAIDPPSDGILVQIGNLKTWVTQSVLEKI 279
NTDB id 318 STER RS00295 WP 011680595.1 TFTIPGNFKVLAIDPPSDGILVQIGNLKTWVTQSVLEKI 279
NTDB id 350 STU RS09750 WP 011225268.1 TFTIPGNFKVLAIDPPSDGILVQIGNLKTWVTQSVLEKI 279
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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