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NTDB id 327525 EHF44 RS17175 WP 124684766.1 MRVLLLALVAGCWLLQQQAELPASRAWWIGW.AVAAMLAGALLVRGRPACWRDARWALVIALAALAAFGWAAWRAELRMD 79
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV..WQPALLGLACLLAMALLRRGARL..PRLVPVMAVLAAACAGFGWSDWRAQQRLS 76
consensus !! !!** !!!! !! * !** **! ** ***!**!! !!! !! * *** * * * !!*!*!!! !!! !*
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NTDB id 327525 EHF44 RS17175 WP 124684766.1 RWLPPDLMARDLVAEGVVAGLPDDAGHRTRFRFNVARWDDDRAQRAGVS................SVMLTWRDPPERLVP 143
NTDB id 1426 RS RS05575 WP 011001070.1 VVLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQP 156
consensus !*! **!* ! !!!! !!* * !!! ! * ! ! ** ! **************** ! *** ! !
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NTDB id 327525 EHF44 RS17175 WP 124684766.1 GQRYRLTVRLRPPRGLANPHGFDYAYWLLAEGIDATGYVREGQPAG.....GDDGALPWMVRVAAWRAAVRDHLRAAMPA 218
NTDB id 1426 RS RS05575 WP 011001070.1 GQRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALP. 235
consensus !!!* !!*!!**!* ! !!*!!! ! *!!* * ! !!! ! *! ***** !** * *!! !!!!!! !! !!*!*
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NTDB id 327525 EHF44 RS17175 WP 124684766.1 DARYGPVLVALVIGDQRGIAQADWEVFRRTGISHLVSISGLHITMVAGAAGAVARGLWRRSFGLGGVLRRPLPLRWPAQQ 298
NTDB id 1426 RS RS05575 WP 011001070.1 EARYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQR 315
consensus *!!!*!!*!!!!*!!! !!!!!!!! !!!!!!!!!!!!!!!!!!!*!! !!* *!!!!!!!!* !! !!!!! !!!

logo AGALVAVATMVALAAFLAGYCGLLAGMGQI
VPALQRTLVLTMLAITVAVAVALRLWASDGRASPVPVSLVSVLACWAAAGLVAVAVAL IVDPWAVMSAPGFGWLSFGAVAVI F

NTDB id 327525 EHF44 RS17175 WP 124684766.1 AGLVVTVLAALGYGLLAGMQIPALRTVTMLIVAAVALWSGRAPPVSVVLAWAAGVAVAIDPWAVMSPGFWLSFGAVAVIF 378
NTDB id 1426 RS RS05575 WP 011001070.1 AGAVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIF 395
consensus !! ! * !! *!*!!!!! *!! !!* !! !!! ! *!!!* !*!!!** *!!!!!!!*! !!!!!!!!!!!
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NTDB id 327525 EHF44 RS17175 WP 124684766.1 FHARRPEAGEQEAAGQEARGGGAPVIGQGFGGFVARCWRRIVRALVEAARAQWAVTVGLVPLTLLLFGQVSVVSCLANAV 458
NTDB id 1426 RS RS05575 WP 011001070.1 LAARIVAADARDDVRR..............PAWPVRAWR....GLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANAL 457
consensus *!! * ! * ****************** !*!!*****! !!! ! !!! !!*!!!!!!! !!!!!!**!!!*

logo AIPVVSFLFVTVTPLMALAMGSATAVLPAEDPVWASQTMPLVLGIVWAEHALSFLASWLMVDPGWLADAWLAALPGSGWASVWEVAAPAQAPGPAWLWAVTWGLALVAVGVPVLVLLTVPGGRVYR
NTDB id 327525 EHF44 RS17175 WP 124684766.1 AIPVVSLFVTPMALASAVLPADVATMLLGVAHALLASLVDGLAWLAAPSWAVWEAAQPGWLVTGLALAGVVVLLTPGRVR 538
NTDB id 1426 RS RS05575 WP 011001070.1 AIPVVSFVTTPLALMGTALPEPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYR 537
consensus !!!!!! !!*!! !! * **! !*! ! !** ! !! ! !! !* ** !!!* !!**!! !! !
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NTDB id 327525 EHF44 RS17175 WP 124684766.1 LPRLRAKAGGRALPRWPGAVLMLPMLLGGRDAIAEGEMRVTALDVGQGTAVLVETRRHALLYDAGPSYVSGASAGAQVVV 618
NTDB id 1426 RS RS05575 WP 011001070.1 AWAW..........RAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIV 607
consensus * **********! *!!!!*!!!!!* *!***!! !* ! !*!!! ! !!!! ! !!*! !! ! !* !*!
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NTDB id 327525 EHF44 RS17175 WP 124684766.1 PYLRAVGVRRLDMLMVSHEDADHAGGVLDVMRAVPVSARQTAAAPGHRLLTL...PGRPWVPCAAGAGWVWDGVRFDVMH 695
NTDB id 1426 RS RS05575 WP 011001070.1 PYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILY 687
consensus !!!!**!! *! !*!!!!! !!!!! !! *!!! *!!! ! ****! ** *! !! ! !!!! !****

logo PTVAQEVDPLSDTRAATLVSSNARSCVLR I
VANTAHRRYASAVLMLATGDIGRVANEQEALAGFL IAARAEAPPAEQRLVMRADI

VLLVVPHHGSGRTSSHSGVAFLDRAVQSAPAQV
NTDB id 327525 EHF44 RS17175 WP 124684766.1 PTAEDLTRATLSSNARSCVLRVATAHRSVLLTGDIGVNEELGFIARAPPAQVRADVLVVPHHGSGTSSHVAFLRAVQPAV 775
NTDB id 1426 RS RS05575 WP 011001070.1 PVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQV 767
consensus ! * !! *!!!!!!!!!!*! !* *! !!!! ! * !! *! * !!*!*!!!!!! !!!* !!! !! * !

logo AVFQLVGFYARNRYGRHPHREPDQVWQRYGARARGIAERLYRTDAETGAVTVI EVTDRGDAGLARVRVPTAYRQSHMRVPRRYWRSDSARLPEPAVAPARLAETTEPTGAQP
NTDB id 327525 EHF44 RS17175 WP 124684766.1 AVFQLGFANRYRHPREDVWQRYGRAGIARYRTDETGAVTIVTDGDGLRVVPYRQHVRRYWRDRPPAPR............ 843
NTDB id 1426 RS RS05575 WP 011001070.1 AVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
consensus !!!!*!* !!! !!** !!!!!! !! ! !!! !!!! ! ! !!*! ! * ! * *!!! ** * ************
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