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NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 327473 EG882 RS11340 WP 124692840.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 327473 EG882 RS11340 WP 124692840.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 327473 EG882 RS11340 WP 124692840.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 327473 EG882 RS11340 WP 124692840.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
NTDB id 1384 A4U84 RS08525 WP 010787006.1 .............................................................MSQYTICEQQTERIFD... 16
NTDB id 327473 EG882 RS11340 WP 124692840.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ISPSRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFMTH.....KQIEPVVIASDELKYLLNALSPE 91
NTDB id 327473 EG882 RS11340 WP 124692840.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 AE..LSEIAKEFAKKQAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLPK 553
NTDB id 1306 DR RS10060 WP 027479822.1 KG..FEKLNKELAERNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFPK 550
NTDB id 1384 A4U84 RS08525 WP 010787006.1 QQPIYEESELAFVEQE.......QE.QLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSLSI 163
NTDB id 327473 EG882 RS11340 WP 124692840.1 ..............................MENIETYSRNIINEAYTARASDIHIVPREKDAFIHFRIGHALVKKRVLKK 50
NTDB id 96 BSU 24730 NP 390353.1 ..............................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKK 50
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NTDB id 1028 TT RS08215 WP 011173991.1 GALNAVISVVKIMGGLNIAEKRLPQDGRVRYREG.AIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFER 632
NTDB id 1306 DR RS10060 WP 027479822.1 GAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKG.SIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYAR 629
NTDB id 1384 A4U84 RS08525 WP 010787006.1 QLASRLISRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQTT 243
NTDB id 327473 EG882 RS11340 WP 124692840.1 EECVRLISHFKFLSAMDIGERRKPQNGSLSLPLP.TETVHLRMSTLPTMNDESLVIRLLPKRQI.PPLDKLSLFRGAGAA 128
NTDB id 96 BSU 24730 NP 390353.1 EECVRLISHFKFLSAMDIGERRKPQNGSLTLKLK.EGNVHLRMSTLPTINEESLVIRVMPQYNI.PSIDKLSLFPKTGAT 128
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NTDB id 1028 TT RS08215 WP 011173991.1 FKEVISKPYGIFLITGPTGSGKSFTTFSILKRIA.TPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDP 711
NTDB id 1306 DR RS10060 WP 027479822.1 YTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIA.KPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDP 708
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LLNALKQPQGLILVTGPTGSGKSITLYSALNYLN.QMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDP 322
NTDB id 327473 EG882 RS11340 WP 124692840.1 LLSFLKHSHGLLLFTGPTGSGKTTTLYSLVNYAKRHFNRRIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDP 208
NTDB id 96 BSU 24730 NP 390353.1 LLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDP 208
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NTDB id 1028 TT RS08215 WP 011173991.1 DIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPD 791
NTDB id 1306 DR RS10060 WP 027479822.1 DIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNAD 788
NTDB id 1384 A4U84 RS08525 WP 010787006.1 DIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGVGCDE 402
NTDB id 327473 EG882 RS11340 WP 124692840.1 DMIILGEIRDAETAEIAVRAAMTGHLVLSSLHTRDAKGAIYRLLEFGVNMTEIEQTVIAIAAQRLVDLTCPFCKEENCSV 288
NTDB id 96 BSU 24730 NP 390353.1 DMIILGEIRDAETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSV 288
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VALRGERKSGLMKRSTLR
NTDB id 1028 TT RS08215 WP 011173991.1 PE....TLRRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLR 866
NTDB id 1306 DR RS10060 WP 027479822.1 PE....VLRRLGISERDIRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLR 864
NTDB id 1384 A4U84 RS08525 WP 010787006.1 CYQGYRG..RIGVYQ.......CLSRTAK......KFDKQTAYLDFSSLRESAKQKIEQQLTNE................ 451
NTDB id 327473 EG882 RS11340 WP 124692840.1 YCRMYRQTRRAGIYE.......LLYGKNLTQCFQ.EAKGKHANFQYQTLRRLIRKGIALGYVTT................ 344
NTDB id 96 BSU 24730 NP 390353.1 YCRQSRNTRRASVYE.......LLYGKNLQQCIQ.EAKGNHANYQYQTLRQIIRKGIALGYLTT................ 344
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NTDB id 1028 TT RS08215 WP 011173991.1 EDGLYKALQGITTLEEVLARTIE 889
NTDB id 1306 DR RS10060 WP 027479822.1 QDGIEKALQGLTTLEEVLAVTAS 887
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ...........TEVDRVLGYE.. 461
NTDB id 327473 EG882 RS11340 WP 124692840.1 ...........DNYDRWVYHEAD 356
NTDB id 96 BSU 24730 NP 390353.1 ...........NNYDRWVYHEKD 356
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