
logo MKKI LV IDDHPAVMEGTKTI LETDSTNLSVDCLSPDEAPSEQF IVKLQRHDFSASYDL I LMDLNLGDGDE I
V
N
SGI

MELSKKQI LKQENPHLCKI
NTDB id 327460 EG882 RS08165 WP 003152052.1 MKKILVIDDHPAVMEGTKTILETDTNLSVDCLSPDASEQFVLRHDFSAYDLILMDLNLGDDISGIELSKKILKENPLCKI 80
NTDB id 90 BSU 31680 NP 391046.1 MKKILVIDDHPAVMEGTKTILETDSNLSVDCLSPEPSEQFIKQHDFSSYDLILMDLNLGGEVNGMELSKQILQENPHCKI 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!**!!!!* !!!! !!!!!!!!!!! ** !*!!!! !! !!!*!!!

logo IVYTGYEVEDYFEEAS IRAGLHGAI SKTESKEKIMTQYIYHVLNGEQI LVDFASYFKQLMTQQKTKPTASPSSPSQKSEQDRVLTPRECRHL
NTDB id 327460 EG882 RS08165 WP 003152052.1 IVYTGYEVEDYFEESIRAGLHGAISKTESKEKIMQYIYHVLNGQILVDFSYFKQLMTQQKTKTSSSPQSEQDRLTPRERH 160
NTDB id 90 BSU 31680 NP 391046.1 IVYTGYEVEDYFEEAIRAGLHGAISKTESKEKITQYIYHVLNGEILVDFAYFKQLMTQQKTKPAPSSQKEQDVLTPRECL 160
consensus !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !!!!!!!!! !!!!! !!!!!!!!!!!!* *!*! !!! !!!!!**

logo I LQEVEKGFLTNQE IADALHLSKRS I EYSLTS I FNKLNVGSRTEAVL IAKSDGNVL
NTDB id 327460 EG882 RS08165 WP 003152052.1 ILQEVEKGLTNQEIADALHLSKRSIEYSLTSIFNKLNVGSRTEAVLIAKSDNVL 214
NTDB id 90 BSU 31680 NP 391046.1 ILQEVEKGFTNQEIADALHLSKRSIEYSLTSIFNKLNVGSRTEAVLIAKSDGVL 214
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!
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